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1 1 -1 1 9 2 9j£ 



§DNA 

[ff^^i] ib#j#-^i fr£>@E#j##i o-e^^n-sr ^ smmfW^i'ti 
[ft^2] sff#^iiB«©saecDv>-rn^s:3- k^dna. 

^tfcDNA. 

mm %> z> v % &m&mm ft l e> « fe^^ # # - . 

[0 0 0 1 ] 
[0 0 0 2] 
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ft 5£ 11-119299 



mm^«D^m.^mumz^mhx^ho i*i&©^»gasa, urns© 
mi&MW* ftitmm. mutmm. ^mmtmK.n^xmmtstm&^m^x^ 

[0 0 0 3] 

b 5 tK- # - if e> *iT £ y . < *e icae^* * n - >tt $ 

[0 0 0 4] 

©t% »fc*©##£©7:7n-^K:£oT#li3ftfe%©#^ 0 

mit. cDNA7^^7'J-&IfMi:iAtT, cDNA£fgg!£-l±fctf>l3 

[0 0 0 5] 



2 
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# 



[0 0 0 6] 

# *t«& Jt&ffllB % ««-r « i i: ? * s . 

[0 0 0 7] 

@B#J##1 0-e*3*iST$ ^BfcK^jo^rftifr&^tfXfiK&f^-rs. £fc 

[0 0 0 8] 

[3£^©iy£©?gffli] 

#»ij!©£a*ta:, tfoB, #36t»©7^ 

»*ttF^>f>S3 - Ft" SDN A ^ T DN AglffTf^Sf S^jSJfc 

if ic j; y ^ 3 ^ # s * iiiDNA nffiT'-mm-t s -%&tm * l < 

J:oTRNA&«3BU ZL*i££SM£ LT-f > tf F DaSR&fT o Z £ ic J: »J >f 
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11 — 119299 



[0 0 0 9] 

-£LTli. T7, T3, SP6fti:»t't^ Itl?>©RN AjK'J ^7- 

if^n^-^-fc^tf^*-*: bTli, PKAK pCDM8, PT3/T7 

18, pT7/3 19. pBluescript I I & £tfi$im"2 <> 

[0 0 10] 

*»«E$83i'<#*-i:kT», pUC*, pBluescript 
[0 0 1 1 ] 



4 
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0) W 1 1 — 1 1 9 2 



cDNA©BKI«S:, ^Dt-^i-, 5 -f stf'J (A) tffl&as 

M^^^-tlttt, pKAl, pED6dpc2, pCDM8, 
p SVK3, pMSG, pSVL, pBK-CMV, pBK-RSV, EBV< 
pRS, pYES2&if^Tft6. KMISilLT^ ^l/^M 
J&COS 7. ■5 1 -Y-r--Xy\A^^-#|3mmCHO^if©I«?L®[^#*fflflM. 

[0 0 12] 

#f-WM;Jg?£. S«f, 3l4>#gt, fiB*Mt& 4*/bati& SDS-PAGE, # 

[0013] 

hunwmnmkj&m tws-i 8 7 1 oo] &M^TMK#«>5::fc# 



5 
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# 



1 1 — 1 1 9 2 9 9 



[0 0 14] 

<D D N A tt^tfUCj:S2f&, c DN n &MV% 
[0 0 15] 

ff51il^T't-& 0 cDNABthffl»?>Mbfc *U (A) + RNA5:i 

0Tfc#*t*Wfl6n? : fc£v^ cDNAtt, Hilj-B e r [O k a y ama, H 
and Berg, P. , Mo 1. Cell. Biol. 2:161-1 
70 (1 9 8 2) ] , Gubler-Hoffma [Gu b 1 e r, U. 
and Hoffman, J. , Gene 25:263-269 (1983 

SfcfcKltt, mmmiz3b\if~£ote3rVy¥y?8k [K a t o, S. et a 
1. , Gene 150:243-250 (1994) ] &«V*S £ fctfMS L 
£fcrfrj£tf>fc hcDNA5'fy7 1 J-?:»V\53i:t)'etS. c DNA7^f 
^9'J-3^&*«93©c DNA«r^n->-fb"t*JCtt, *»«©cDNA©tti 

V^T\ ^»©^i£tC J: U 3 n - - V^«y ^ - ? /\>f -fV #*-f if - 2/ 3 > 
\Z&Z>7.>7 U-->^S:fT^.«J:V^ g^ttS cDN A^©®» 

:/y *yx-rs*y =f*# n*-? 1 iti&^^v-i: ltb^ 

T, khjBIJfi^e>#«UfemRNA^e)RT-PCRfelCJ:y, #3§fE©cDN 
A Wr^r SSMB"** * - £ *> t?£ * . 

[0 0 16] 

c DN Att, 1 1 #e>SJ#l##2 0 Tf*S*l*«t*IB^J*« 
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4#¥ 11-119 2 



# 



ytm^tlfcMM. cDN A 3-Klt^5gei©7^;|fJ|; 
[0 0 1 7] 

*1 



H P#-5§- 



7$; 



1, 


1 


1, 


2 1 


HP 0 3 1 9 4 


KB 




3 4 3 8 


3 0 3 


2, 


1 


2, 


2 2 


H P 0 3 2 1 9 


P M A — 


U 9 3 7 


114 4 


2 8 3 


3, 


1 


3, 


2 3 


H P 0 3 2 3 6 


HT- 1 


0 8 0 


2 3 3 9 


4 8 8 


4 » 


1 


4, 


2 4 


H P 0 3 2 3 7 


HT- 1 


0 8 0 


17 5 6 


18 2 


5, 


1 


5, 


2 5 


H P 0 3 2 6 7 






14 18 


18 4 


6. 


1 


6, 


2 6 


H P 0 3 2 7 0 


PM A — 


U 9 3 7 


12 11 


14 0 


7, 


1 


7, 


2 7 


HP 0 3 2 9 8 


PM A — 


U 9 3 7 


10 9 9 


15 3 


8, 


1 


8, 


2 8 


H P 1 0 6 3 1 


WE R I 


- RB 


3 4 8 9 


17 3 


9, 


1 


9, 


2 9 


H P 1 0 6 5 8 


HT- 1 


0 8 0 


9 3 1 


7 5 


1 o. 


2 0, 


3 0 


H P 1 0 6 6 3 


PM A — 


U 9 3 7 


112 3 


15 9 



[0 0 18] 

ICfc »J, *?8i©cDNAi:H-©irn->S:«Ii:#«ii:j5«Tf§s, 
[0 0 1 9] 



£BII#¥ 1 1-3089744 




11-119299 



V^ 0 

[0 0 2 0] 
[0 0 2 1] 

*#§^CDc DNAIC&, BB#I#"&1 lfr 2 OT'S^^SMS^Jfe 

^&mm<D 7 u - 7 £ t T ffi v% s r £ £ 3 . 
[o o 2 2] 

["Molecular Cloning. A Laboratory Man 
ual", Cold Spring Harbor Laboratory. 1 

9 8 9] ic$£ofc„ ®mBm&&z$&m&MBm\tmzmM0m^m^mm± 

t£o c D N A-^-^li^m [Kato, S. et a 1 . , G e n e 15 
0:243-250 (1994)] 
[0 0 2 3] 

(1) *fcK4£ K*>f FLTV*5 cDNAClglJ 

cDNAy^f^'J-tbt, 7^Df;W-7l»HT - 1 0 8 0 cD 
NA5>f^7'J - (WO 98/11217), f^HISiS aos-2cDN 
Ay^^i;- (W09 7/3 3 9 9 3) , «M<*KB cDNA^-f^ 

(WO 9 8/11217), ^ffiJCioTWffiStlfeffFliMHJi c DN 
^-7-^i;_ (W09 8/2 1 3 2 8) &J8^fc. * fe* j^^/sK-^/X^-r-^TJW 



8 
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# 



iLL»J>*-7i»U9 3 7 (ATCC CRL 1 5 9 3) mRN 
A, t h 1/f h-7iiiWER I - RB (ATCC HTB 169 

) mRN A, M MUmRNA (C 1 o n t e c h*±§g) ^^LtcDNA 

i^o^^^v-^f, cDNA^n->$: mm U z <D±&mM?mj£ 

£?tv\ ^IcDNA^n-^f,^^ • zfu 5^>r > c D N A Ay v 
mistc* /ft^E • ^Dr>f>cDNA;N'>i'|Cfi$^^cDNA^n-> 
KLT^SHfiKiCO^T, Ky t e -Do o 1 i t t 1 e [Ky 
te, J & Doolittle, R. F., J . Mo 1, Biol. 15 
# 7 : 1 0 5 - 1 3 2 (1 9 8 2.) ] tC«fc»J, 

y+^mnm >r > t jst>ti & * n - > & n 

->tbTl»!Ibfe. 
[0 0 2 4] 

(2) >f hn»8Rtc«fc&gBK^£ 

*^©cDNAl:ttS^X5 F^?#-£M^T, T N T -fr^llMK* 

©BR [ 35 S] *^;*->£gs;&!JU JSSltt&^W'fyh-^^^Mfc 

**g£. T v TV-y-*?miRBtil&&1&QBl 2. 5#1, y MCtfM 

) 0. 5*1, T3y|fc3&-&« (^tf-^&^&fcvO 2*K [ 35 S] 
■t-y (7V-2/^A*±) 2/il (0. 37MBq//tl) , T 7 RNAsKU * 
9-ifO. 5^1, RNas in2OU?:ttfii2 5 J i t l0TO4't3OX: 

T-9 o^isiKj«s*fe. «*##T©£tttt, ^(Dfcmmz^ *wm$ 

(-?U*U) 2. n HZSD 

St>^U>^t>y77- (1 2 5mMhnMim pH6. 8, 120 
mM2-^;i/A^hl^;-JW 2%SDS^ 0. 0 2 5%yD=E7x;- 

2 o%yu-feo-;i/) 2 n 1 &fln;i, 9 5t3^FiM^lbtt 



ffii£#¥ ] 2-3089744 




iff 3p 11 — 119299 



[0 0 2 5] 

(3) CO S 7 ICJ:S5§3S 

^^cogem©^^* # ~-zm-?z>*mmz: ioo/t g /mi7>^>'j 

^|2xYT^i2mlt}it3 7 X: 2 a^-77-^M1 
3K0 7 (50 /tl) & 85*11 U 3 7TCt-Wltfe. SMMC -t-aTfhfltUfc 

£100/il©lmMMJ*-0. ImMEDTA, pH8 (TE) Kl»«l/fc 

o 

[0 0 2 6] 

.(DMEM) 5%C0 2 #«T, 3 7iCT^«Lfco 1 x 1 0 5 

-fiCDCOS IMM* 6fZ-7l/- h (5t>**L cm) IC^x., 5%C 

o 2 #£t. 3 7-C-C2 2«risg**bfc- ^i^*t> vymmmm^mmmm 

SrSfe^U $^lC50mMb'J^Ii (pH7. 5) fc^tfDMEM (T DM E 
M) -eifft«fc#bfc. 3«^*i77-^WUl^ DMEM 
0. 6ml, TRANSFECTAM™ (IBFft) 3 a l&»»bfcfc OS 
SfofoU 5%C0 2 #«T, 3 7tT'3TO*bfe 0 ^^/l/fc&HfcSfk T 
DMEMT«I^^U 10%-?«I«^DMEM§:1^ »j 
2 ml**., 5%C0 2 #£T. 3 2 HRU«bfc. C 35 S] 5/ 

*5M>&5v^* [ 35 s] *^*^:/£«r*ifiK£«u;Mk ii$HJMbfc 

&SDS-PAGEJC#ttfc. 
[0 0 2 7] 

(4) vu-yffl 

<HP03194> (BB^## 1 . H> 2 1) 

1 940cDNA>f>f-h0MIi!^^lfet'^ 1 2 0 b p©5' 
9 12bp0ORF, 2 4 0 6 bp®3' #»3R1K«;fr e>fc**3i 



11-3089744 




11-11929 



£^ltv^ 0 orf«3 o 37$ jmmmfrbtezm&MZn- Kuxsy, 

4fl©«U£JRJtaK^>f ytf&ttLfco SKCKyte-Doolittle© 
[0 0 2 8] 

V^^MISMAft^f^^^jl/HACS (GenBank7^irS/3> 
§fAJ 2 2 5 1 2 4) tMUfeZmisT^fr. m 2 {C, hgfiR ( 

HP) fc^**iffi#ffi$Sttffcj&^3l->^*>*;i/HAC3 (MM) fflT^il 



HS MEAEQRPAAGASEGATPGLEAVPPVAPPPATAASGPIPKSGPEPKRRHLGTLLQPTVNKF 

**.*.******.».***. *. **.**..* **** .*.*.******. 

MM MEEEARPAAGAGEAATPARET-PPAAPAQARAASGGVPESAPEPKRRQLGTLLQPTVNKF 
HS SLRVFGSHKAVE I EQERVKSAGAW 1 1 HPYSDFRFY WDL I MLLLM VGNL I VLPVG I TFFKE 
MM SLRVFGSHKAVE I EQERVKSAGAWI I HPYSDFRFYWDL I MLLLMVGNL I VLPVG I TFFKE 
HS ENSPPW I VFNVLSDTFFLLDLVLNFRTGI VVEEGAEILLAPRA I RTRYLRTWFLVDLI SS 
MM ENSPPW I VFNVLSDTFFLLDLVLNFRTGI VVEEGAEI LLAPRA I RTRYLRTWFLVDLI SS 
HS I PVDY I FLVVELEPRLDAEVYKTARALRI VRFTK I LSLLRLLRLSRL I RY I HQWEE I FHM 



[0 0 2 9] 



1 ] 
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xx********************************************************** 
MM I PVDY I FLV VELEPRLDAEVYKTAR ALR I VRFTK I LSLLRLLRLSRL I RY I HQWEE I FHM 

HS TYDLASAVVRIFNLIGMMLLLCHWDGCLQFLVPMLQDFPPDCWVSINHMVVRSPHSSAFP 

***************************************.*****.* • ** • * 
MM TYDLASAVVRIFNLIGMMLLLCHWDGCLQFLVPMLQDFPSDCWVSMNRMVNHSWGRQYSH 



MM ALFKAMSHMLC I GYGQQAPVGMPDVWLTMLSM I VGATCYAMFIGHATALI QSLDSSRRQY 



[0 0 3 0] 

2fccDNA©iSSffi^IS:fflV^TGe nB a nk 5:tiLfci:i5, ES 
T<D#IC, 9 0%J£U:©fflfiM£&^'*"5*© 7* * 5/ s >##A I 5 

7 1 2 2 5) tfg»3*lT^fc#, »#5!^Jfc©^#?8tS©KBK£I^CSfiR 

[0 0 3 1] 

<HP0 3 2 1 9> (S^iJSf 2, 12, 2 2) 

H h'J>*-7ffl»U9 3 7 c DNA5>f ^9 U &#£>*lfe.* D- >H 
P 0 3 2 1 9©cDNA-f KD^figffi^l&ftJfe bfc £ 5, 5 5 b p© 

5' #fitRii«, 8 5 2 bpOORF, 2 3 7bp©3' #MBlR1K«;fr*>J&5* 
jg&£LTV*fc. ORFB2 8 375;i«S^e>«:SgejtS3 - KbTfcU 
, 4 fi|CD«IJilRJl® F*>f:/###Ufc. @2ICKyte-Dool itt 1 e 

[0 0 3 2] 

fc hm^KSSM5 4 TMp (Ge nB a nk7^ti/a>Sf AF 0 0 4 8 7 



HS GPS 



1 2 



&U&¥- 11-3089744 
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6) £m&&*mLT\^ e 3t3ic, *wthiei (hp) nthmfcm 

g£jfC5 4TMp (TM) (DTSJWmWtoitmZjjk't. -\**VVf*. 
[0 0 3 3] 

m3 



HS MADPHQLFDDTSSAQSRGYGAQRAPGGLSYPAASPT-PHAAF 

.**. .**«** * **..* *** . ..* 

TM MAYHSGYGAHGSKHRARAAPDPPPLFDDT SGGYSSQ — PGGYPATGADVAFSVNHL 

HS LADPVSNMAM A YGSSLA AQGKELVDKN I DRF I P I TKLKYYFAVDTMYVGRKLGLLFFPYL 
*.**. .*.*******.*..**. .*.*...**... .****.***** **..****« *** 

TM LGDPMANVAMAYGSS I ASHGKDMVHKELHRFVSVSKLKYFFAVDTAYVAKKLGLLVFPYT 

HS HQDWEVQYQQDTPVAPRFDVNAPDLYIPAMAFI TYVLVAGLALGTQDRFSPDLLGLQASS 
**.***** .*.*_** *.********..*******.**.***.*.****_*** 

TM HQNWEVQYSRDAPLPPRQDLNAPDLY IPTKAFI TYVLLAGMALG I QKRFSPEVLGLCA ST 

HS ALAWLTLEVL A I LLSLYLVT VNTDLTT I DLVAFLGYKYVGM I GG VLMGLLFGKI G YYLVL 
**.*. . .****.**.***.*». .**.*..*.*. ******** ****». ***.,* 

TM ALVWVVMEVLALLLGLYLATVRSDLSTFHLLAYSGYKYVGMILSVLTGLLFGSDGYYVAL 

HS GWCCVAIFVFMIRTLRLKILADAAAEGVPVRGARNQLRMYLTMAVAAAQPMLMYWLTFHL 
.* . *.. *..*.** * .... * ** .*..*..***...** **. . .******* 

TM AWTSSALMYF I VRSLRTAAL-GPDSMGGPV — PRQRLQLYLTLGAAAFQPL 1 1 YWLTFHL 
HS VR 



fflSE#¥ 1 3-3089744 
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TM VR 



[0 0 3 4] 

*cDNA©i|lI?!l^ffi^TGenBankMUfcfcZ:5, ES 
6 5 9) #a*3*vrv^tf, »^SJJ&©tf*««©5SRiiHCgaS«:3 
[0 0 3 5] 

<HP03236> (m$m*§r 3 , 13, 23) 

b: h7>f^Dt;i/3-'7iJi^HT-l 0 8 0 cDNA5>f^5 , J-fr&ff5> 
tlfc^D->HP 0 3 2 3 6 CD c DNA^if - h ©±&gfB#l&&J£ bfc - 
5, 252b P ©5' #»tRfg«, 1467bp(Z)ORF, 6 2 0 b P O3' # 

HtKiB#j&*£>fes«3i&^bTv%fc. orf^4 8 87^;i»^^sse 

Jtfc3-Kbtfi»J, 7fi©te)£RJI«K*>r>###bfc. 03lCKyte- 
Do o l i t t l e©^ST^^fc*SfiH©i»7K&/S7Ki4-/n7>f-;v$:^ 

[0 0 3 6] 

^fllfiSZ C 5 1 3. 5 (GenBank7^t>>3>tfU53155 

) tmvmzMLx^t-o *4 *«w©t>fia*t (hp) tiM«sa 

MZC513. 5 (CE) 07^;ilWf^t. -tt^*;^ *& 
S-etl^tl^t". (fH»3 6 5 ,/BMB£©flR«K:fcV*T, 39. 5%CD*BI^ 
[0 0 3 7] 



1 4 
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# 



HS MAGKGSSGRRPLLLGLLVAVATVHLVICPYTKVEESFNLQATHDLLYHWQDLEQYDHLEF 

^*** # * 

CE MKMKYDHSQF 

HS PGVVPRTFLGP VVI AVFSSPA VYVLSLLEMSKFYSQL I VRGVLGLGV I FGLWTLQKEVRR 
******** ** * *** * *..* *** * * 

• •••• ***** • • • mm m> • • • 

CE PGVVPRTF I GP I SLA I LSSPMSF I FRFWA I PKMWQLLL I R ATLGLMNAMAFLYFARSVNR 

HS HFGAMVATMFCWVTAMQFHLMFYCTRTLPNVLALPVVLLALAAWLRHEWARFIWLSAFAI 
.** _ * _ . *** m ** _ * _ *** _ _ ** _* * 

CE KFGRETAMYLRLIMCTQFHYIFYMSRPLPNTFALILVMIVFERLLEGRYESAVRYATASV 

HS I VFRVELCLFLGLLLL — LALGNRKV-SVVRALRHAVPAG I LCLGLTVA VDSYFWRQLTW 
*.** ** *. * ..* . *, ** m *^ *^ # ** ***** . * 

CE I LFRCELVLLYGP I FLGYM I SGRLK VFGFDGA I A I GVR I A AMCLA VS I P I DSYFWGRPLW 

HS PEGKVLWYNTVLNKSSNWGTSPLLWYFYSALPRGLGCSLLFIPLG-LVDRRTHAPTVLAL 
***_ *...*.* *.* ..** *.****«***** * . * „ . *** ***** 

CE PEGEVMFFNVVENRSHEYGTQPFLW YFYSALPRCLLTTTLLVPLGLLVDRRLPQ I VLPSV 
HS GFMALYSLLPHKELRF 1 1 YAFPMLN I TAARGCSYLLNNYKKSWLYK AGSLLV I GHLVVNA 

*. ***.***********., x. m * . . * X . ** . . . ** **..*. 

CE I F I FL YSFLPHKELRF 1 1 YVLP I FCLSA A VFCARML I NRHKSFFRM I LFFG V I LHLLANV 

HS A YS ATALYVSHFN YPGGV AMQ — RLHQLVPPQTD VLLH I D VAAAQTGVSRFLQVNSA WRY 

... * *. **** * * ..** * ****«. ***. . *.** 

CE LCTGMFLLVASKNYPGFD ALN YLQFQNRFDAKKP VTV Y I DNACAQTGVNRFLH I NDA WT 



-3089744 




11 — 119299 



[0 0 3 8] 

*cDNA©SlI^^ffl^TGenBank5:^bfetr5, ES 
Ttf)#tC, 9 0%&>±<Dffim&l£ti 7# ■fei' s >##A A 7 
4 4 8 5 8) jS«e»SnTV%fe^, ^WJ^^T'^^^SeMiHUC^aM 

fen- FLT^Sfr£fSjWi J W£"££*V A . 
[0 0 3 9] 

<HP03237> (fiJ#J## 4 , 14, 24) 

t: h7^QW3-vIIHiHT- 1080cDNA^>fy^U —frb'ftb 
Hfe^n->HP 0 3 2 3 7(DcDNA-f bCD^a@B^J$:^bfei:r 
5, 101bp(Z)5' immm^ 5 4 9 bptf)ORF, 1 1 0 6 b p <Z> 3 ' # 

-Doo 1 i t t 1 e©^ST?#«)fe*Sia«©**tt/a2Ktt^°7-r-^«: 
[0 0 4 0] 

HbJllA4geS (SWI S S-PROT7^ti/3>#fQ04 94 1) t 
»©tt&^bTvxfc. ^5{c, *|g^©b:h5eK (HP) £fchJKHA4ga 

„ tt>raai$i 1 1 r5VK3S36©fla^K:fev%T, 32. 4%<Dmm&*Hhx^t=. 



[0 0 4 1 ] 

^5 



HS M WPPDPDPDPDPEPAGGSRPGPAVPGLRALLP ARAFLCSLKGRLLLAESGLSF I TF I CYV 

** ** *X X **. 



1 6 ffifl#¥ 11-3089744 




11-1192 9< 

IM MADSERLSAPGCWAACTNFSRTRKG I LLFAE I ILCLVILICF- 



HS ASSASAFLTAPLLEFLLALYFLFADAMQLNDKWQGLCWPMMDFLRCVTAAL I YFA I SI TA 

• •* *..** *. . .*..* . . ** **.* ..«*..*. .**.. 

IM SASTPGYSSLSVIEMILAAIFFVVYMCDLHTKIPFINWPWSDFFRTLIAAILYLITSIVV 

HS IAKYSDGASKAAGVFGFFATIVFATDFYLIFNDVAKFLKQGDSADETTAHKTEEENSDSD 
***.*. .** .*. * *..* 

I M LVERGNHSK I VAGVLGL I ATCLFGYDAYVTFPVRQPRHTAAPTDPADGPV 



[0 0 4 2] 

*cDNA©iglKM?:fflVNTGenBankS:tibfci:35, ES 

227) *«s»$nTvxfc3{>«, Bfrmw&cDT'&ftm&m&mtmcm&Mz^ 

[0 0 4 3] 

<HP0 3 2 6 7> WJ##5, 15, 2 5) 

t MFF»cDNA^>f >r9y-3^e>»e)Hfc^n->HP 0 3 2 6 7©cDN 
A4y-9r-h<D£1&&mmt:&£.Lfc£Z.Z. 1 4 8 b p © 5 ' #MB3Rfig& 5 
55bp©ORF, 715bp®3' #»SRIS«fr LT^fc. O 

rf&i 8 4 7^;iii^p,&§ies&3 - KLtfc zmmom&mn 

aiK*>f >##£EUfc. 05(CKy te-Doolittl e (Dfi 
e>^JBS*l«^T-4 2 0,7 3 3 £iS:MC2 1 kD a ©»IRj£4&#£ja L£„ 
[0 0 4 4] 

h^yjK-i/XO-A^ieil (SWI S S-PROT7^ti/H>##Q 



£BfiE#¥ 1 1-3089744 




4f 32. 11 — 119299 
0 0 7 6 5) ^Mi^bTV^. m 6 ic, #?§f£<Z)t: hS&K (HP) 

b^«j^-^n-*^geii (pl) ©r^y^W©itge$:^l-o 

;t^S^^^«t. ^I^lCfeV^, 59. 1 %<Dffi|sH4£*l'T 
[0 0 4 5] 

516 



HS MDGLRQRVEHFLEQRNLVTEVLGALEAKTGVEKRYLAAGAVTLLSLYLLFGYGASLLCNL 
.*.* ..**...* .*..*. ******* * x...x..x*x.*xxxxxxxxxx 

PL MRERFDRFLHEKNCMTDLLAKLEAKTG VNRSF I ALGV I GLV ALYLVFGYGASLLCNL 

HS IGFVYPAYASIKAIESPSKDDDTVWLTYWVVYALFGLAEFFSDLLLSWFPFYYVGKCAFL 
**x **** ********.*.*** xxxxxxxx. . *. . ******. . xxxxxxxx. **.»* 
PL I GFG YP AY I S I KA I ESPNKEDDTQWLTYWV V YGVFS I AEFFSD I FLSWFPFYYMLKCGFL 

HS LFCMAPRPWNGALMLYQRVVRPLFLRHHGAVDR I MNDLSGR ALDA AAG I TRNVKPSQTPQ 

* # ***x.x XXX .XX.*..**.**.*....*....** *..**...* 

PL LWCMAPSPSNGAELLYKR 1 1 RPFFLKHESQMDSVVKDLKDKSKETADA I TKEAKKATVNL 

HS PKDK 

PL LGEEKKST 



[0 0 4 6] 

*cDNA©tW$:M^tGenBank^ilfctr5, ES 



ffill#¥ 1 1-3089744 




11—119 2 



# 



7 0 2) #fi»S*iTnfc#, SP^iB3ai«:©T*»W©se5Ci:igi;saKS:3 

[0 0 4 7] 

<HP0 3 2 70> «tf 6, 16, 2 6) 

H h U >3jx-VffljS|*U 9 3 7 cDNA5>f^7 1 J -fr&»£>*lfc* D->H 
P 0 3 2 7 0©cDNA>f>t- h®±MS?'J^^Lfci:35, 1 3 2 b p 
©5' 4 2 3 bp0ORF, 6 5 6 bp03' 

li$:llT^. ORFttl 4 07S;aSSfr&Ji5gejS&3- KLTfe 
»J, 4fiO«I^KJtjiK^>r>^#«ELfe. @6lCKyte-Doolittl 

ORF^f>fS$nS^?il 5, 8 64 J:»J^^^1 7kDa 
[0 0 4 8] 

^S*e^E«SaK (EMB LT^"fei/3>##AL 0 3 1 8 5 4) HMU&Z 

^LTv^fc. *7K, *mm<DHhm&M (HP) i:^Sf»«'K»se*t (sp 

fCfcV^, 4 3. 4%©ffiBtt&fbT^fe. 
[0 0 4 9] 

*7 



HS MSRFLNVLRSWLVM VS 1 1 AMGNTLQSFRDHTFLYEKL YTGKPNL VNGLQARTFG I 

... .* *.**. *. XX. XXX ... X ...» X XXXXX.XXXXX 

SP MSQ I LAMLPDSLVAKWN VVVSVAALFNTVQSFLTPK-LTKR VY-SNTNEVNGLQGRTFG I 
HS WTLLSSV I RCLCA I D I HNKTLYH I TL WTFLL ALGHFLSELFVYGTAAPT I GVLAPLMVAS 

XXXXX...X XX .X * ..X . ». XX XXXX* ... X.. . X.X.X..X.. 



1 1-3089744 




11-119299 
SP WTLLSA I VRFYCAYH I TNPD VYFLCQCTYYL ACFHFLSEWLLFRTTNLGPGLLSP I VVST 

HS FS I LGMLVGLRYLEVEPVSRQKKRN 
** 

SP VS I WFMAKEKAS I LG I AA 



[0 0 5 0] 

*c DNAOftSSJIfciV^G e n B a n kSrft* Ufet^S, ES 
7 2 1) tf£«3*vrnfc#. «p^ffi^I&©^*»«©SaJli:PICfiaK&= 1 
[0 0 5 1] 

<HP03298> (ffi^J##7, 17, 2 7) 

th'J>^-V«MU9 3 7 cDNA7^^7'J-A^#?>^?D->H 
P 0 3 2 9 80cDNA>f>t- h ©^aSBS^IS:^ b d -5, 1 8 2 b p 
©5' #B§tRM^ 4 62 bpOORF, 4 5 5 bp©3' #BtR1HSe#*&fc* 
#£&^LTV*fc. ORFttl 5 3 75 ;i»e>^gfiR?:3 - KLTfc 
y, ^fe<fc*a«m©fS£KJt«K*>f>tf#«kfc. B7lCKyte-Do 
oiittl e ©*at#ibfe*5eRO**tt/**tt^D 7 - A/S:it. 
>f >fc? hD®IK©^> ORF^^ii$tlS^*17, 3 6 0 i:RgHCl 
7. 5 kDa0«nK^«tf£J*l/fe. 
[0 0 5 2] 

^Si««3B5fiftSPBC119. 09c (EMBLr^ti/3>WLO 

22117) tm&'&zmLx^fc. mstz. *%m®t mss (hp) 
wwaisPBcii9. 09 c (sp) <D7 $ j wmwantrntt-t 



1 1-3089744 




11 — 119291 



9 %©4BHffi&£UTV*fc. 
[0 0 5 3] 



8 



HS MNVG VAHSE VNPNTR VMNSRGMWLTYALGVGLLH I VLL 

• • • • • •••• 

SP MGSSSSRRRSSSLVTRVPKPT I DDRLDQGSATNYNSNWVNYKGAWV I H I VL I AALRL I FH 
0 HS SIPFFSVPVAWTLTNI IHNLGMYVFLHAVKGTPFETPDQGKARLLTHWEQLDYGVQFTSS 

.** * .XXXXX*.. . * * *.***** . . .* ** XXXXX * X.*.. 

SP AIPSVSRELAWTLTNLTYMAGSFIMFHWVTGTPFEFNGGAYDR-LTMWEQLDEGNQYTPA 
HS RKFFT I SP 1 1 LYFLASFYTK YDPTHF I LNTASLLSVL I PKMPQLHGVR I FG I NK Y 

**.. . **** XX.*. *..*. .*. *****.*.. X **«*.* 

SP RKYLLVLP 1 1 LFLMSTHYTH YNGWMFLVN I WALFMVL I PKLPAVHRKR I FG I QKLSLRDD 



[0 0 54] 

*cDNAOSIfi^JI:M^TGenBank^ilfci:3^ ES 
T(D*IZ. 9O%«±0*BHfiS:3&t«ti© T * iz S> a >##A A 0 

43039) fimmi$tix^t=.fiK ais^Bs^j*s©T?*»qi!©5a*ci:HC5ee 

[0 0 5 5] 

<HP 1 0 6 3 1 > (BJ3W3- 8, 18, 2 8) 

t b i/fy^^F-vaMWE r i - rb c DNA7>f^7 y -j^e>#e> 

nt?D->HP 1 0 6 3 1 © cDNAOt- h ©^i63iBB^J&ftJt b£ £ 3 
5, 2 2 6 b p£> 5' 5 2 2 bpfl)ORF, 2 74 1 bp®3' # 

fi8R1E«**£»fc$fll3i«:^OT^fc. ORFtt 1 7 3 T $ J f>^§gfi 



ffi£E#¥ 1 1-3089744 




11—119299 



ft£n- FLTfcU, 1 MCiSISI bfe. ®8(CKyte 

-Do o 1 i t t 1 e©*iS^*«)fe*SBfl©W*S/«*tt^n7-f-^«: 



[0 0 5 6] 

*cDNAOSWJ^fflV^GenBank^ilfei:r5, ES 
4 4 3) tf^ZtiX^fctf, ffi#fBWfc©^#»W©SBRfcM£Scfi««:3 
[0 0 5 7] 

<HP 1 0 6 5 8> (I3?U##9, 19, 2 9) 

H ^D^3-VlS§iHT- 1 08 0 cDNA7^f ^9 U - 

tlfc^n->HPl 0 6 5 8© c DNA-f h©±^Se^!l$:^bfcil3 
5. 2 4 b ptf>5' 2 2 8 bp©ORF, 679 bp®3' #®iR 

— Kitfc'j, 2mm(Dm&mnMv^^y*-^hr=.. 09icKyte-Do 

o 1 it t 1 e <Dtmx*#&t=.*m&Mon*&/MM7°V7 4 -^SraVr. 

k D a^TOBtKSft^^L/fe. 
[0 0 5 8] 

*cDNAfflIWJ^ffl^TGenBankMLfci:z:5, ES 
T(D*IC, 9 0%fiU:<D*B|iiffi£^'£--5 : k© (MiH 7^t'>a>Sf T8 5 
0 0 6) #S*3ftTV*fc#, »^BE^I«:0-e*55W©Sa«4:HC«fi3SC«:3 

[0 0 5 9] 

<HP 1 0 6 6 3> (E?iJ#f 1 0, 2 0, 3 0) 

\L h U >*-vilflg*fcU 93 7 cDNA7^f^7'J -fr *>*lfc ? a - > H 
P 1 0 6 6 30cDNA^>t- h <D L fc£ ZZ. 6 7 b p <Z> 
5' #»fR««» 48Obp0ORF, 5 7 6 bp®3' ^H»?1B«^6*:*# 



2 2 



ffiliE#¥ 1 1-3089744 




4$ ¥ 11-11929 



# 



. 2mffi<Di&&mnMF*4yifi&&\s1=.. HOCKyte-Doolitt 
[0 0 6 0] 

*cDNAffli|iSJ!I^^TGenBank^iilfci:35, ES 
TcDt^iC 9 0%J^±Offi|5ltt$:^1-^^(D 7^t5/H>#«AA3 
3 6 5 2 2) #fi*3*n:v*fc#, BP^iB^J&O^RqKOSejBtiiBI CSSR 

[0 0 6 1] 
[0 0 6 2] 

© d n a it, mfc^-mmm -fu- ^m^mmmm^mn vrm^zzmfi 

£3 = 

[0 0 6 3] 

<110> Sagami Chemical Research Center, 
Protegene Inc. 

<120> Human proteins having hydrophobic domains and DNAs encoding these 
proteins 
<130> S018197 
<160> 30 
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11—119299 



[0 0 6 4] 

<210> 1 
<211> 303 
<212> PRT 

<213> Homo sapience 
<400> 1 

Met Glu Ala Glu Gin Arg Pro Ala Ala Gly Ala Ser Glu Gly Ala Thr 



10 



15 



Pro Gly Leu Glu Ala Val Pro Pro Val Ala Pro Pro Pro Ala Thr Ala 



20 



25 



30 



Ala Ser Gly Pro He Pro Lys Ser Gly Pro Glu Pro Lys Arg Arg His 



35 



40 



45 



Leu Gly Thr Leu Leu Gin Pro Thr Val Asn Lys Phe Ser Leu Arg Val 



50 



55 



60 



Phe Gly Ser His Lys Ala Val Glu lie Glu Gin Glu Arg Val Lys Ser 



65 



70 



75 



80 



Ala Gly Ala Trp He lie His Pro Tyr Ser Asp Phe Arg Phe Tyr Trp 



85 



90 



95 



2 4 
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# ¥ 11—11929 



Asp Leu He Met Leu Leu Leu Met Val Gly Asn Leu He Val Leu Pro 



100 105 110 



Val Gly He Thr Phe Phe Lys Glu Glu Asn Ser Pro Pro Trp He Val 



115 120 125 



Phe Asn Val Leu Ser Asp Thr Phe Phe Leu Leu Asp Leu Val Leu Asn 



130 135 140 



Phe Arg Thr Gly He Val Val Glu Glu Gly Ala Glu He Leu Leu Ala 



145 150 155 160 



Pro Arg Ala He Arg Thr Arg Tyr Leu Arg Thr Trp Phe Leu Val Asp 



165 170 175 



Leu He Ser Ser He Pro Val Asp Tyr lie Phe Leu Val Val Glu Leu 



180 185 190 



Glu Pro Arg Leu Asp Ala Glu Val Tyr Lys Thr Ala Arg Ala Leu Arg 



195 200 205 



2 5 ffifE#¥ 1 1 - 3 0 8 9 74 4 




#5p 11 — 119299 



lie Val Arg Phe Thr Lys He Leu Ser Leu Leu Arg Leu Leu Arg Leu 



210 



215 



220 



Ser Arg Leu lie Arg Tyr lie His Gin Trp Glu Glu lie Phe His Met 



225 



230 



235 



240 



Thr Tyr Asp Leu Ala Ser Ala Val Val Arg He Phe Asn Leu He Gly 



245 



250 



255 



Met Met Leu Leu Leu Cys His Trp Asp Gly Cys Leu Gin Phe Leu Val 



260 



265 



270 



Pro Met Leu Gin Asp Phe Pro Pro Asp Cys Trp Val Ser He Asn His 



275 



280 



285 



Met Val Val Arg Ser Pro His Ser Ser Ala Phe Pro Gly Pro Ser 



290 



295 



300 



[0 0 6 5] 

<210> 2 
<211> 283 
<212> PRT 

<213> Homo sapience 



2 6 
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1 1-1192 9! 



<400> 2 

Met Ala Asp Pro His Gin Leu Phe Asp Asp Thr Ser Ser Ala Gin Ser 



10 



15 



Arg Gly Tyr Gly Ala Gin Arg Ala Pro Gly Gly Leu Ser Tyr Pro Ala 



20 



25 



30 



Ala Ser Pro Thr Pro His Ala Ala Phe Leu Ala Asp Pro Val Ser Asn 



35 



40 



45 



Met Ala Met Ala Tyr Gly Ser Ser Leu Ala Ala Gin Gly Lys Glu Leu 



50 



55 



60 



Val Asp Lys Asn He Asp Arg Phe He Pro He Thr Lys Leu Lys Tyr 



65 



70 



75 



80 



Tyr Phe Ala Val Asp Thr Met Tyr Val Gly Arg Lys Leu Gly Leu Leu 



85 



90 



95 



Phe Phe Pro Tyr Leu His Gin Asp Trp Glu Val Gin Tyr Gin Gin Asp 



100 



105 



110 



2 7 
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11-119299 
Thr Pro Val Ala Pro Arg Phe Asp Val Asn Ala Pro Asp Leu Tyr lie 



115 



120 



125 



Pro Ala Met Ala Phe lie Thr Tyr Val Leu Val Ala Gly Leu Ala Leu 



130 



135 



140 



Gly Thr Gin Asp Arg Phe Ser Pro Asp Leu Leu Gly Leu Gin Ala Ser 



145 



150 



155 



160 



Ser Ala Leu Ala Trp Leu Thr Leu Glu Val Leu Ala He Leu Leu Ser 



165 



170 



175 



Leu Tyr Leu Val Thr Val Asn Thr Asp Leu Thr Thr He Asp Leu Val 



180 



185 



190 



Ala Phe Leu Gly Tyr Lys Tyr Val Gly Met He Gly Gly Val Leu Met 



195 



200 



205 



Gly Leu Leu Phe Gly Lys He Gly Tyr Tyr Leu Val Leu Gly Trp Cys 



210 



215 



220 



Cys Val Ala lie Phe Val Phe Met lie Arg Thr Leu Arg Leu Lys lie 



2 8 
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225 230 235 240 

Leu Ala Asp Ala Ala Ala Glu Gly Val Pro Val Arg Gly Ala Arg Asn 

245 250 255 

Gin Leu Arg Met Tyr Leu Thr Met Ala Val Ala Ala Ala Gin Pro Met 

260 265 270 

Leu Met Tyr Trp Leu Thr Phe His Leu Val Arg 
275 280 
[0 0 6 6] 

<210> 3 
<211> 488 
<212> PRT 

<213> Homo sapience 
<400> 3 

Met Ala Gly Lys Gly Ser Ser Gly Arg Arg Pro Leu Leu Leu Gly Leu 

15 10 15 

Leu Val Ala Val Ala Thr Val His Leu Val He Cys Pro Tyr Thr Lys 
20 25 30 



miEWi i 
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11-119299 ^ 
Val Glu Glu Ser Phe Asn Leu Gin Ala Thr His Asp Leu Leu Tyr His 

35 40 45 

Trp Gin Asp Leu Glu Gin Tyr Asp His Leu Glu Phe Pro Gly Val Val 

50 55 60 

Pro Arg Thr Phe Leu Gly Pro Val Val lie Ala Val Phe Ser Ser Pro 
65 70 75 80 

Ala Val Tyr Val Leu Ser Leu Leu Glu Met Ser Lys Phe Tyr Ser Gin 

85 90 95 

Leu He Val Arg Gly Val Leu Gly Leu Gly Val lie Phe Gly Leu Trp 

100 105 HO 

Thr Leu Gin Lys Glu Val Arg Arg His Phe Gly Ala Met Val Ala Thr 

115 120 125 

Met Phe Cys Trp Val Thr Ala Met Gin Phe His Leu Met Phe Tyr Cys 
130 135 140 

Thr Arg Thr Leu Pro Asn Val Leu Ala Leu Pro Val Val Leu Leu Ala 

3 0 tBIE^ 11-3089744 




11 — 1192 9 1 



145 



150 



155 



160 



Leu Ala Ala Trp Leu Arg His Glu Trp Ala Arg Phe He Trp Leu Ser 



165 



170 



175 



Ala Phe Ala lie He Val Phe Arg Val Glu Leu Cys Leu Phe Leu Gly 



180 



185 



190 



Leu Leu Leu Leu Leu Ala Leu Gly Asn Arg Lys Val Ser Val Val Arg 



195 



200 



205 



Ala Leu Arg His Ala Val Pro Ala Gly He Leu Cys Leu Gly Leu Thr 



210 



215 



220 



Val Ala Val Asp Ser Tyr Phe Trp Arg Gin Leu Thr Trp Pro Glu Gly 



225 



230 



235 



240 



Lys Val Leu Trp Tyr Asn Thr Val Leu Asn Lys Ser Ser Asn Trp Gly 



245 



250 



255 



Thr Ser Pro Leu Leu Trp Tyr Phe Tyr Ser Ala Leu Pro Arg Gly Leu 



3 ] 
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260 



11 — 119299 



265 270 



Gly 



Cys Ser Leu Leu Phe He Pro Leu Gly Leu Val Asp Arg Arg Thr 



275 



280 



285 



His Ala Pro Thr Val Leu Ala Leu Gly Phe Met Ala Leu Tyr Ser Leu 



290 



295 



300 



Leu Pro His Lys Glu Leu Arg Phe lie He Tyr Ala Phe Pro Met Leu 



305 



310 



315 



320 



Asn He Thr Ala Ala Arg Gly Cys Ser Tyr Leu Leu Asn Asn Tyr Lys 



325 



330 



335 



Lys Ser Trp Leu Tyr Lys Ala Gly Ser Leu Leu Val lie Gly His Leu 



340 



345 



350 



Val 



Val Asn Ala Ala Tyr Ser Ala Thr Ala Leu Tyr Val Ser His Phe 



355 



360 



365 



Asn Tyr Pro Gly Gly Val Ala Met Gin Arg Leu His Gin Leu Val Pro 



370 



375 



380 



3 2 
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11—11929 



Pro Gin Thr Asp Val Leu Leu His He Asp Val Ala Ala Ala Gin Thr 



385 



390 



395 



400 



Gly Val Ser Arg Phe Leu Gin Val Asn Ser Ala Trp Arg Tyr Asp Lys 



405 



410 



415 



Arg Glu Asp Val Gin Pro Gly Thr Gly Met Leu Ala Tyr Thr His He 



420 



425 



430 



Leu Met Glu Ala Ala Pro Gly Leu Leu Ala Leu Tyr Arg Asp Thr His 



435 



440 



445 



Arg Val Leu Ala Ser Val Val Gly Thr Thr Gly Val Ser Leu Asn Leu 



450 



455 



460 



Thr Gin Leu Pro Pro Phe Asn Val His Leu Gin Thr Lys Leu Val Leu 



465 



470 



475 



480 



Leu Glu Arg Leu Pro Arg Pro Ser 



485 



3 3 
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11—119299 
[0 0 6 7] 

<210> 4 
<211> 182 
<212> PRT 

<213> Homo sapience 
<400> 4 

Met Trp Pro Pro Asp Pro Asp Pro Asp Pro Asp Pro Glu Pro Ala Gly 

1 5 10 15 

Gly Ser Arg Pro Gly Pro Ala Val Pro Gly Leu Arg Ala Leu Leu Pro 

20 25 30 

Ala Arg Ala Phe Leu Cys Ser Leu Lys Gly Arg Leu Leu Leu Ala Glu 

35 40 45 

Ser Gly Leu Ser Phe lie Thr Phe He Cys Tyr Val Ala Ser Ser Ala 

50 55 60 

Ser Ala Phe Leu Thr Ala Pro Leu Leu Glu Phe Leu Leu Ala Leu Tyr 

65 70 75 80 

Phe Leu Phe Ala Asp Ala Met Gin Leu Asn Asp Lys Trp Gin Gly Leu 

85 90 95 

3 A HJSE*£¥ 1 1 -3089744 




11-11929 



Cys Trp Pro Met Met Asp Phe Leu Arg Cys Val Thr Ala Ala Leu He 



100 



105 



110 



Tyr Phe Ala He Ser He Thr Ala He Ala Lys Tyr Ser Asp Gly Ala 



115 



120 



125 



Ser Lys Ala Ala Gly Val Phe Gly Phe Phe Ala Thr He Val Phe Ala 



130 



135 



140 



Thr Asp Phe Tyr Leu He Phe Asn Asp Val Ala Lys Phe Leu Lys Gin 



145 



150 



155 



160 



Gly Asp Ser Ala Asp Glu Thr Thr Ala His Lys Thr Glu Glu Glu Asn 



165 



170 



175 



Ser Asp Ser Asp Ser Asp 
180 
[0 0 6 8] 

<210> 5 
<211> 184 
<212> PRT 



3 5 
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# 



<213> Homo sapience 
<400> 5 

Met Asp Gly Leu Arg Gin Arg Val Glu His Phe Leu Glu Gin Arg Asn 



10 



15 



Leu Val Thr Glu Val Leu Gly Ala Leu Glu Ala Lys Thr Gly Val Glu 



20 



25 



30 



Lys Arg Tyr Leu Ala Ala Gly Ala Val Thr Leu Leu Ser Leu Tyr Leu 



35 



40 



45 



Leu Phe Gly Tyr Gly Ala Ser Leu Leu Cys Asn Leu lie Gly Phe Val 



50 



55 



60 



Tyr Pro Ala Tyr Ala Ser He Lys Ala lie Glu Ser Pro Ser Lys Asp 



65 



70 



75 



80 



Asp Asp Thr Val Trp Leu Thr Tyr Trp Val Val Tyr Ala Leu Phe Gly 



85 



90 



95 



Leu Ala Glu Phe Phe Ser Asp Leu Leu Leu Ser Trp Phe Pro Phe Tyr 



100 



105 



110 



3 6 
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Tyr Val Gly Lys Cys Ala Phe Leu Leu Phe Cys Met Ala Pro Arg Pro 



115 



120 



125 



Trp Asn Gly Ala Leu Met Leu Tyr Gin Arg Val Val Arg Pro Leu Phe 



130 



135 



140 



Leu Arg His His Gly Ala Val Asp Arg He Met Asn Asp Leu Ser Gly 



145 



150 



155 



160 



Arg Ala Leu Asp Ala Ala Ala Gly He Thr Arg Asn Val Lys Pro Ser 



165 



170 



175 



Gin Thr Pro Gin Pro Lys Asp Lys 



180 



[0 0 6 9] 

<210> 6 
<211> 140 
<212> PRT 

<213> Homo sapience 
<400> 6 

Met Ser Arg Phe Leu Asn Val Leu Arg Ser Trp Leu Val Met Val Ser 



3 7 
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10 



15 



He He Ala Met Gly Asn Thr Leu Gin Ser Phe Arg Asp His Thr Phe 



20 



25 



30 



Leu Tyr Glu Lys Leu Tyr Thr Gly Lys Pro Asn Leu Val Asn Gly Leu 



35 



40 



45 



Gin Ala Arg Thr Phe Gly He Trp Thr Leu Leu Ser Ser Val lie Arg 



50 



55 



60 



Cys Leu Cys Ala He Asp lie His Asn Lys Thr Leu Tyr His lie Thr 



65 



70 



75 



80 



Leu Trp Thr Phe Leu Leu Ala Leu Gly His Phe Leu Ser Glu Leu Phe 



85 



90 



95 



Val 



Tyr Gly Thr Ala Ala Pro Thr He Gly Val Leu Ala Pro Leu Met 



100 



105 



110 



Val 



Ala Ser Phe Ser lie Leu Gly Met Leu Val Gly Leu Arg Tyr Leu 



115 



120 



125 



3 8 
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# 



Glu Val Glu Pro Val Ser Arg Gin Lys Lys Arg Asn 



130 



135 



140 



[0 0 7 0] 

<210> 7 
<211> 153 
<212> PRT 

<213> Homo sapience 
<400> 7 

Met Asn Val Gly Val Ala His Ser Glu Val Asn Pro Asn Thr Arg Val 



10 



15 



Met Asn Ser Arg Gly Met Trp Leu Thr Tyr Ala Leu Gly Val Gly Leu 



20 



25 



30 



Leu His He Val Leu Leu Ser He Pro Phe Phe Ser Val Pro Val Ala 



35 



40 



45 



Trp Thr Leu Thr Asn He He His Asn Leu Gly Met Tyr Val Phe Leu 



50 



55 



60 



His Ala Val Lys Gly Thr Pro Phe Glu Thr Pro Asp Gin Gly Lys Ala 



3 9 
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65 70 75 80 

Arg Leu Leu Thr His Trp Glu Gin Leu Asp Tyr Gly Val Gin Phe Thr 

85 90 95 

Ser Ser Arg Lys Phe Phe Thr He Ser Pro He He Leu Tyr Phe Leu 

100 105 110 

Ala Ser Phe Tyr Thr Lys Tyr Asp Pro Thr His Phe He Leu Asn Thr 

115 120 125 

Ala Ser Leu Leu Ser Val Leu He Pro Lys Met Pro Gin Leu His Gly 

130 135 140 

Val Arg He Phe Gly He Asn Lys Tyr 
145 150 
[0 0 7 1] 

<210> 8 
<211> 173 
<212> PRT 

<213> Homo sapience 
<400> 8 

Met Ala Ala Phe Leu He Gin Thr Lys Asp Asn Pro Met Lys Ala Val 



4 0 tf5SE4$¥ 11-3089744 
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10 



15 



Gly Val Leu Ala Gly Thr Met Ala Thr Val Val Ala lie Thr Val Leu 



20 



25 



30 



He Ser Thr Ala Thr Phe Trp Arg Asn Lys Lys Ser Asn Lys Val Leu 



35 



40 



45 



Pro Met Arg Arg Val Leu Arg Lys Arg Pro Ser Pro Ala Pro Arg Thr 



50 



55 



60 



He Arg He Glu Trp Leu Lys Ser Lys Ser Thr Lys Ala Ala Thr Lys 



65 



70 



75 



80 



Phe Met Leu Lys Glu Lys Pro Pro Asn Glu Asn Cys Asn Asn Asn Ser 



85 



90 



95 



Pro Glu Ser Ser Leu Leu Pro Arg Ala Pro Ala Leu Pro Pro Pro Pro 



100 



105 



110 



Ser Val Ala Pro Ser Thr Gly Ala Ala Gin Trp Thr Val Pro Thr Val 



-30897 4 4 




^ S$5£ 11 — 119299 
115 120 125 

Ser Gly Ser Leu Thr Pro Gin Pro Thr Gin Pro Pro Pro Lys Pro Lys 

130 135 HO 

Thr Met Gly Ser Pro Val Gin Ser Thr Leu lie Ser Glu Leu Lys Gin 
145 150 155 160 

Lys Phe Glu Lys Lys Ser Val His Asn Lys Ala Tyr Phe 
165 170 
[0 0 7 2] 

<210> 9 
<211> 75 
<212> PRT 

<213> Homo sapience 
<400> 9 

Met He Gly Asp He Leu Leu Phe Gly Thr Leu Leu Met Asn Ala Gly 

1 5 10 15 

Ala Val Leu Asn Phe Lys Leu Lys Lys Lys Asp Thr Gin Gly Phe Gly 
20 25 30 



4 2 miE^ 1 1-3089744 




11-11929 



Glu Glu Ser Arg Glu Pro Ser Thr Gly Asp Asn He Arg Glu Phe Leu 



35 



40 



45 



Leu Ser Leu Arg Tyr Phe Arg He Phe He Ala Leu Trp Asn He Phe 



50 



55 



60 



Met Met Phe Cys Met He Val Leu Phe Gly Ser 



65 



70 



75 



[0 0 7 3] 
<210> 10 
<211> 159 
<212> PRT 

<213> Homo sapience 
<400> 10 

Met Glu Leu Pro Ala Val Asn Leu Lys Val He Leu Leu Gly His Trp 



10 



15 



Leu Leu Thr Thr Trp Gly Cys lie Val Phe Ser Gly Ser Tyr Ala Trp 



20 



25 



30 



Ala Asn Phe Thr lie Leu Ala Leu Gly Val Trp Ala Val Ala Gin Arg 



4 3 



ffiliE# ¥ 1 1-3089744 




11-119299 



35 



40 



45 



Asp Ser He Asp Ala He Ser Met Phe Leu Gly Gly Leu Leu Ala Thr 



50 



55 



60 



le Phe Leu Asp He Val His He Ser lie Phe Tyr Pro Arg Val Ser 



65 



70 



75 



80 



Leu Thr Asp Thr Gly Arg Phe Gly Val Gly Met Ala lie Leu Ser Leu 



85 



90 



95 



Leu Leu Lys Pro Leu Ser Cys Cys Phe Val Tyr His Met Tyr Arg Glu 



100 



105 



110 



Arg Gly Gly Glu Leu Leu Val His Thr Gly Phe Leu Gly Ser Ser Gin 



115 



120 



125 



Asp Arg Ser Ala Tyr Gin Thr lie Asp Ser Ala Glu Ala Pro Ala Asp 



130 



135 



140 



Pro Phe Ala Val Pro Glu Gly Arg Ser Gin Asp Ala Arg Gly Tyr 



145 



150 



155 



4 4 



11-3089744 




11-1192 9, 



[0 0 7 4] 
<210> 11 
<211> 909 
<212> DNA 

<213> Homo sapience 
<400> 11 

atggaggcag agcagcggcc ggcggcgggg gccagcgaag gggcgacccc tggactggag 60 
gcggtgcctc ccgttgctcc cccgcctgcg accgcggcct caggtccgat ccccaaatct 120 
gggcctgagc ctaagaggag gcaccttggg acgctgctcc agcctacggt caacaagttc 180 
tcccttcggg tgttcggcag ccacaaagca gtggaaatcg agcaggagcg ggtgaagtca 240 
gcgggggcct ggatcatcca cccctacagc gacttccggt tttactggga cctgatcatg 300 
ctgctgctga tggtggggaa cctcatcgtc ctgcctgtgg gcatcacctt cttcaaggag 360 
gagaactccc cgccttggat cgtcttcaac gtattgtctg atactttctt cctactggat 420 
ctggtgctca acttccgaac gggcatcgtg gtggaggagg gtgctgagat cctgctggca 480 
ccgcgggcca tccgcacgcg ctacctgcgc acctggttcc tggttgacct catctcttct 540 
atccctgtgg attacatctt cctagtggtg gagctggagc cacggttgga cgctgaggtc 600 
tacaaaacgg cacgggccct acgcatcgtt cgcttcacca agatcctaag cctgctgagg 660 



4 5 



ffl5M#¥ 1 1-3089744 





4$5p 11-119299 



ctgctccgcc tctcccgcct catccgctac atacaccagt gggaggagat ctttcacatg 720 



acctatgacc tggccagtgc tgtggttcgc atcttcaacc tcattgggat gatgctgctg 780 



ctatgtcact gggatggctg tctgcagttc ctggtgccca tgctgcagga cttccctccc 840 



gactgctggg tctccatcaa ccacatggtg gtgagaagtc cccacagctc tgcctttcct 900 



gggccttct 



909 



[0 0 7 5] 



<210> 12 
<211> 849 
<212> DNA 

<213> Homo sapience 
<400> 12 

atggccgacc cccaccagct tttcgatgac acaagttcag cccagagccg gggctatggg 



60 



gcccagcggg cacctggtgg cctgagttat cctgcagcct ctcccacgcc ccatgcagcc 120 



ttcctggctg acccggtgtc caacatggcc atggcctatg ggagcagcct ggccgcgcag 180 



ggcaaggagc tggtggataa gaacatcgac cgcttcatcc ccatcaccaa gctcaagtat 240 



tactttgctg tggacaccat gtatgtgggc agaaagctgg gcctgctgtt cttcccctac 300 



ctacaccagg actgggaagt gcagtaccaa caggacaccc cggtggcccc ccgctttgac 360 



4 6 



ffiftE#¥ 11-3089744 




11-119 2 9 




gtcaatgccc cggacctcta cattccagca atggctttca tcacctacgt tttggtggct 420 



ggtcttgcgc tggggaccca ggataggttc tccccagacc tcctggggct gcaagcgagc 480 



tcagccctgg cctggctgac cctggaggtg ctggccatcc tgctcagcct ctatctggtc 540 



actgtcaaca ccgacctcac caccatcgac ctggtggcct tcttgggcta caaatatgtc 600 



gggatgattg gcggggtcct catgggcctg ctcttcggga agattggcta ctacctggtg 660 



ctgggctggt gctgcgtagc catctttgtg ttcatgatcc ggacgctgcg gctgaagatc 720 



ttggcagacg cagcagctga gggggtcccg gtgcgtgggg cccggaacca gctgcgcatg 780 



tacctgacca tggcggtggc ggcggcgcag cctatgctca tgtactggct caccttccac 840 



ctggtgcgg 



849 



[0 0 7 6] 



<210> 13 
<211> 1464 
<212> DNA 

<213> Homo sapience 
<400> 13 

atggctggaa aggggtcatc aggcaggcgg cccctgctgc tggggctgct ggtggccgta 



60 



gccactgtcc acctggtcat ctgtccctac accaaagtgg aggagagctt caacctgcag 120 



4 7 
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# 5£ 11-119299 



gccacacatg acctgctcta ccactggcaa gacctggagc agtacgacca tcttgagttc 180 

cccggagtcg tccccaggac gttcctcggg ccagtggtga tcgcagtgtt ctccagcccc 240 

gcggtttacg tgctttcgct gttagaaatg tccaagtttt actctcagct aatagttaga 300 

ggagtgcttg gactcggcgt gatttttgga ctctggacgt tacaaaagga agtgagacgg 360 



cacttcgggg ccatggtggc caccatgttc tgctgggtga cggccatgca gttccacctg 420 



itgttctact gcacgcggac actgcccaat gtgctggccc tgcctgtagt cctgctggcc 480 
;tcgcggcct ggctgcggca cgagtgggcc cgcttcatct ggctgtcagc cttcgccatc 540 



itcgtgttca gggtggagct gtgcctgttc ctgggcctcc tgctgctgct ggccttgggc 600 



aaccgaaagg 



tttctgtagt cagagccctt cgccacgccg tcccggcagg gatcctctgt 660 



ttaggactga cggttgctgt ggactcttat ttttggcggc agctcacttg gccggaagga 720 

aaggtgcttt ggtacaacac tgtcctgaac aaaagctcca actgggggac ctccccgctg 780 

ctgtggtact tctactcagc cctgccccgc ggcctgggct gcagcctgct cttcatcccc 840 

ctgggcttgg tagacagaag gacgcacgcg ccgacggtgc tggcactggg cttcatggca 900 



ctctactccc tcctgccaca caaggagcta cgcttcatca tctatgcctt ccccatgctc 960 



4 8 



tBIE#¥ 11-3089744 




11-11929 



aacatcacgg ctgccagagg ctgctcctac ctgctgaata actataaaaa gtcttggctg 1020 



tacaaagcag ggtctctgct tgtgatcgga cacctcgtgg tgaatgccgc ctactcagcc 1080 



acggccctgt atgtgtccca tttcaactac ccaggtggcg tcgcaatgca gaggctgcac 1140 



cagctggtgc ccccccagac agacgtcctt ctgcacattg acgtggcagc cgcccagaca 1200 



ggtgtgtctc ggtttctcca agtcaacagc gcctggaggt acgacaagag ggaggatgtg 1260 



cagccgggga caggcatgct ggcatacaca cacatcctca tggaggcggc ccctgggctc 1320 



ctggccctct acagggacac acaccgggtc ctggccagcg tcgtggggac cacaggtgtg 1380 



agtctgaacc tgacccaact gccccccttc aacgtccacc tgcagacaaa gctggtgctt 1440 



ctggagaggc tcccccggcc gtcc 



1464 



[0 0 7 7] 



<210> 14 
<211> 546 
<212> DNA 

<213> Homo sapience 
<400> 14 

atgtggcccc cagaccccga ccccgacccg gaccccgagc ctgccggcgg ctcccgtccc 



60 



ggccccgcgg tccccgggct ccgcgccctg ctgccggcgc gggctttcct ctgctctctc 120 



4 9 
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aaaggccgcc tcctgctggc cgagtcgggt ctctcattca tcacttttat ctgctatgtg 180 

gcgtcctcag catctgcctt cctcacagcg cctctgctgg agttcctgct ggccttgtac 240 

ttcctctttg ctgatgccat gcagctgaat gacaagtggc agggcttgtg ctggcccatg 300 

atggacttcc tgcgctgtgt caccgcggcc ctcatctact ttgctatctc catcacggcc 360 

atcgccaagt actcggatgg ggcttccaaa gccgctgggg tgtttggctt ctttgctacc 420 

atcgtgtttg caactgattt ctacctgatc tttaacgacg tggccaaatt cctcaaacaa 480 

ggggactctg cagatgagac cacagcccac aagacagaag aagagaattc cgactcggac 540 



tctgac 



546 



[0 0 7 8] 



<210> 15 
<211> 552 
<212> DNA 

<213> Homo sapience 
<400> 15 

atggacggcc tgaggcagcg cgtggagcac ttcctggagc aaaggaacct ggtcaccgaa 



60 



gtgctggggg cgctggaggc caagaccggg gtggagaagc ggtatctggc tgcaggagcc 120 
gtcactctgc taagcctgta tctgctgttc ggctacggag cgtctctgct gtgcaatctc 180 



5 0 
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atcggatttg tgtaccccgc atatgcctca atcaaagcta tcgagagccc aagcaaggac 240 



gacgacactg tgtggctcac ctactgggtg gtgtacgccc tgtttgggct ggccgagttc 300 



ttcagcgatc tactcctgtc ctggttccct ttctactacg tgggcaagtg cgccttcctg 360 



ttgttctgca tggctcccag gccctggaac ggggctctca tgctgtatca gcgcgtcgtg 420 



cgtccgctgt tcctaaggca ccacggggcc gtagacagaa tcatgaacga cctcagcggg 480 



cgagccctgg acgcggcggc cggaataacc aggaacgtca agccaagcca gaccccgcag 540 



ccgaaggaca ag 



552 



[0 0 7 9] 



<210> 16 
<211> 420 
<212> DNA 

<213> Homo sapience 
<400> 16 

atgagccgtt tcctgaatgt gttaagaagt tggctggtta tggtgtccat catagccatg 



60 



gggaacacgc tgcagagctt ccgagaccac acttttctct atgaaaagct ctacactggc 120 



aagccaaacc ttgtgaatgg cctccaagct cggacctttg ggatctggac gctgctctca 180 



tcagtgattc gctgcctctg tgccattgac attcacaaca agacgctcta tcacatcaca 240 



5 1 



1 1 - 3 0 8 9 7 44 




11 — 119299 

ctctggacct tcctccttgc cctggggcat ttcctctctg agttgtttgt ctatggaact 300 
gcagctccca cgattggcgt cctggcaccc ctgatggtgg caagtttctc catcctgggt 360 
atgctggtcg ggctccggta tctagaagta gaaccagtat ccagacagaa gaagagaaac 420 
[0 0 8 0] 

<210> 17 
<211> 459 
<212> DNA 

<213> Homo sapience 
<400> 17 

atgaacgttg gagttgccca cagtgaagtg aatccaaata cccgtgtcat gaacagccgg 60 
ggtatgtggc tgacatatgc attgggagtt ggcttgcttc atattgtctt actcagcatt 120 
cccttcttca gtgttcctgt tgcttggact ttaacaaata ttatacataa tctggggatg 180 
tacgtatttt tgcatgcagt gaaaggaaca cctttcgaaa ctcctgacca gggtaaagca 240 
aggctcctaa ctcattggga acaactggac tatggagtac agtttacatc ttcacggaag 300 
tttttcacaa tttctccaat aattctatat tttctggcaa gtttctatac gaagtatgat 360 
ccaactcact tcatcctaaa cacagcttct ctcctgagtg tactaattcc caaaatgcca 420 
caactacatg gtgttcggat ctttggaatt aataagtat 459 

5 2 ffifIE#¥ 11-3089744 




#^ 11 — 11929 



m 



[0 0 8 1] 



<210> 18 
<211> 519 
<212> DNA 

<213> Homo sapience 
<400> 18 

atggctgcct tcctgataca gaccaaggac aaccccatga aggccgtggg tgtgctggcc 



60 



ggcaccatgg ccaccgtcgt ggccatcact gtcctcatct ccaccgccac cttctggcgc 120 



aacaagaagt ctaacaaggt cctgccaatg cggcgggtgc tccgcaagcg gcccagccct 180 



gcgccccgca ccatccgcat tgagtggctc aagtccaaga gcaccaaagc cgctaccaag 240 



ttcatgctca aagagaaacc tcccaatgag aactgtaaca acaacagccc agaaagctct 300 



ctgctcccga gagctccggc tctccctcca ccacccagcg tggcgcccag cactggcgca 360 



gcccagtgga ccgtgcctac tgtctctggc tctctcactc cgcagccgac ccaacccccg 420 



ccaaaaccca aaactatggg aagccccgtc cagtcaactc tgatctctga gctcaagcaa 480 



aagtttgaga agaagagtgt gcacaacaag gcttacttc 



519 



[0 0 8 2] 



<210> 19 
<211> 225 



5 3 
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d(f 5p 11 — 119299 




<212> DNA. 

<213> Homo sapience 

<400> 19 

atgatcggag acatcctgct gttcgggacg ttgctgatga atgccggggc ggtgctgaac 

tttaagctga aaaagaagga cacgcagggc tttggggagg agtccaggga gcccagcaca 

ggtgacaaca tccgggaatt cttgctgagc ctcagatact ttcgaatctt catcgccctg 

tggaacatct tcatgatgtt ctgcatgatt gtgctgttcg gctct 

[0 0 8 3] 

<210> 20 
<211> 477 
<212> DNA 

<213> Homo sapience 
<400> 20 

atggagctgc ctgctgtgaa cctgaaggtg attctcctag gtcactggct gctgacaacc 
tggggctgca ttgtattctc aggctcctat gcctgggcca acttcaccat cctggccttg 
ggcgtgtggg ctgtggctca gcgggactcc atcgacgcca taagcatgtt tctgggtggc 
ttgctggcca ccatcttcct ggacatcgtg cacatcagca tcttctaccc gcgggtcagc 
ctcacggaca cgggccgctt tggcgtgggc atggccatcc tcagcttgct gctcaagccg 
ctctcctgct gcttcgtcta ccacatgtac cgggagcgcg ggggtgagct cctggtccac 



60 
120 
180 
225 



60 
120 
180 
240 
300 
360 



5 4 



i i - 



li-ll 



9 2 9 




actggtttcc ttgggtcttc tcaggaccgt agtgcctacc agacgattga ctcagcagag 

gcgcccgcag atccctttgc agtcccagag ggcaggagtc aagatgcccg agggtac 

[0 0 8 4] 

<210> 21 
<211> 3438 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (121). ..(1032) 
<400> 21 

gcctacgacg cctccgctag agcccgcggg gctgcgccga ctcctgctct ggaggggttg 
cgggtacctg atggccacag agggctctag gaggccgagc gtgtaagcgg ggtgggcgcc 
atg gag gca gag cag egg ccg gcg gcg ggg gec age gaa ggg gcg acc 
Met Glu Ala Glu Gin Arg Pro Ala Ala Gly Ala Ser Glu Gly Ala Thr 

15 10 15 

cct gga ctg gag gcg gtg cct ccc gtt get ccc ccg cct gcg acc gcg 
Pro Gly Leu Glu Ala Val Pro Pro Val Ala Pro Pro Pro Ala Thr Ala 



420 
477 



60 
120 
168 



5 5 
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# 11 — 119299 
20 25 30 

gcc tea ggt ccg ate ccc aaa tct ggg cct gag cct aag agg agg cac 
Ala Ser Gly Pro lie Pro Lys Ser Gly Pro Glu Pro Lys Arg Arg His 

35 40 45 

ctt ggg acg ctg etc cag cct acg gtc aac aag ttc tec ctt egg gtg 
Leu Gly Thr Leu Leu Gin Pro Thr Val Asn Lys Phe Ser Leu Arg Val 

50 55 60 

ttc ggc age cac aaa gca gtg gaa ate gag cag gag egg gtg aag tea 
Phe Gly Ser His Lys Ala Val Glu lie Glu Gin Glu Arg Val Lys Ser 



65 70 75 80 



gcg ggg gcc tgg ate ate cac ccc tac age gac ttc egg ttt tac tgg 
Ala Gly Ala Trp He He His Pro Tyr Ser Asp Phe Arg Phe Tyr Tr P 

85 90 95 

gac ctg ate atg ctg ctg ctg atg gtg ggg aac etc ate gtc ctg cct 



264 



312 



360 



408 



456 



Asp Leu He Met Leu Leu Leu Met Val Gly Asn Leu He Val Leu Pro 

5 6 1 1-3089744 
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100 



105 



110 



gtg ggc ate acc ttc ttc aag gag gag aac tec ccg cct tgg ate gtc 504 



Val Gly He Thr Phe Phe Lys Glu Glu Asn Ser Pro Pro Trp He Val 



115 



120 



125 



ttc aac gta ttg tct gat act ttc ttc eta ctg gat ctg gtg etc aac 552 



Phe Asn Val Leu Ser Asp Thr Phe Phe Leu Leu Asp Leu Val Leu Asn 



130 



135 



140 



ttc cga acg ggc ate gtg gtg gag gag ggt get gag ate ctg ctg gca 600 



Phe Arg Thr Gly He Val Val Glu Glu Gly Ala Glu He Leu Leu Ala 



145 



150 



155 



160 



ccg egg gec ate cgc acg cgc tac ctg cgc acc tgg ttc ctg gtt gac 648 



Pro Arg Ala lie Arg Thr Arg Tyr Leu Arg Thr Trp Phe Leu Val Asp 



165 



170 



175 



etc ate tct tct ate cct gtg gat tac ate ttc eta gtg gtg gag ctg 696 



5 7 
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Leu He Ser Ser He Pro Val Asp Tyr He Phe Leu Val Val Glu Leu 

180 185 190 

gag cca egg ttg gac get gag gtc tac aaa acg gca egg gee eta cgc 744 
Glu Pro Arg Leu Asp Ala Glu Val Tyr Lys Thr Ala Arg Ala Leu Arg 

195 200 205 

ate gtt cgc ttc acc aag ate eta age ctg ctg agg ctg etc cgc etc 792 
lie Val Arg Phe Thr Lys He Leu Ser Leu Leu Arg Leu Leu Arg Leu 

210 215 220 

tec cgc etc ate cgc tac ata cac cag tgg gag gag ate ttt cac atg 840 
Ser Arg Leu lie Arg Tyr He His Gin Trp Glu Glu lie Phe His Met 
225 230 235 240 

acc tat gac ctg gee agt get gtg gtt cgc ate ttc aac etc att ggg 888 
Thr Tyr Asp Leu Ala Ser Ala Val Val Arg He Phe Asn Leu He Gly 
245 250 255 

atg atg ctg ctg eta tgt cac tgg gat ggc tgt ctg cag ttc ctg gtg 936 

5 8 11-3089744 
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Het Met Leu Leu Leu Cys His Trp Asp Gly Cys Leu Gin Phe Leu Val 



260 



265 



270 



ccc atg ctg cag gac ttc cct ccc gac tgc tgg gtc tec ate aac cac 



984 



Pro Met Leu Gin Asp Phe Pro Pro Asp Cys Trp Val Ser He Asn Hi: 



275 



280 



285 



atg gtg gtg aga agt ccc cac age tct gee ttt cct ggg cct tct t 



1030 



Met Val Val Arg Ser Pro His Ser Ser Ala Phe Pro Gly Pro Ser 



290 



295 



300 



agggctcttc tgcctgagta gcagggatgg ccacagggag caggaggtgg gagatgatca 



1090 



caacagaaaa taggagegag gaggtgggga ggagggagga aaggggaagg agacccagaa 1150 



gaagtgctcg tgtgttggag ggagcaggca aaggaagggt acctacccgg aagctgaggc 1210 



ccccaagttg caatagagga cccttttgcc tcagggcccc ccagaaccaa acttaagtgc 1270 



ctgecaggag gaaggcctgc agtagaaggg gcagacagaa agaccaaaga aggaaaaggg 



1330 



gcaggcagag aatgaggctc cgaggggccc atgcccagct ctgeaatata ctctgcccct 1390 



5 9 
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cagaaccact cgtggggccg ccagtattcc catgccctgt tcaaggccat gagccacatg 1450 



ctgtgcattg gctatgggca gcaggcacct gtaggcatgc ccgacgtctg gctcaccatg 1510 



ctcagcatga tcgtaggtgc cacatgctac gccatgttca tcggccatgc cacggcactc 1570 



atccagtccc tggactcttc ccggcgtcag taccaggaga agtacaagca ggtggagcag 1630 



tacatgtcct tccacaagct gccagcagac acgcggcagc gcatccacga gtactatgag 1690 



caccgctacc agggcaagat gttcgatgag gaaagcatcc tgggcgagct gagcgagccg 1750 



cttcgcgagg agatcattaa cttcacctgt cggggcctgg tggcccacat gccgctgttt 1810 



gcccatgccg accccagctt cgtcactgca gttctcacca agctgcgctt tgaggtcttc 1870 



cagccggggg atctcgtggt gcgtgagggc tccgtgggga ggaagatgta cttcatccag 1930 



catgggctgc tcagtgtgct ggcccgcggc gcccgggaca cacgcctcac cgatggatcc 1990 



tactttgggg agatctgcct gctaactagg ggccggcgca cagccagtgt tcgggctgac 2050 



acctactgcc gcctttactc actcagcgtg gaccatttca atgctgtgct tgaggagttc 2110 



cccatgatgc gccgggcctt tgagactgtg gccatggatc ggctgctccg catcggcaag 2170 



aagaattcca tactgcagcg gaagcgctcc gagccaagtc caggcagcag tggtggcatc 2230 



atggagcagc acttggtgca acatgacaga gacatggctc ggggtgttcg gggtcgggcc 2290 



6 0 
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ccgagcacag gagctcagct tagtggaaag ccagtactgt gggagccact ggtacatgcg 



2350 



ccccttcagg cagctgctgt gacctccaat gtggccattg ccctgactca tcagcggggc 



2410 



cctctgcccc tctcccctga ctctccagcc accctccttg ctcgctctgc ttggcgctca 



2470 



gcaggctctc cagcttcccc gctggtgccc gtccgagctg gcccatgggc atccacctcc 2530 



cgcctgcccg ccccacctgc ccgaaccctg cacgccagcc tatcccgggc agggcgctcc 



2590 



caggtctccc tgctgggtcc ccctccagga ggaggtggac ggcggctagg acctcggggc 



2650 



cgcccactct cagcctccca accctctctg cctcagcggg caacaggcga tggctctcct 



2710 



gggcgtaagg gatcaggaag tgagcggctg cctccctcag ggctcctggc caaacctcca 



2770 



aggacagccc agccccccag gccaccagtg cctgagccag ccacaccccg gggtctccag 2830 



ctttctgcca acatgtaaaa cctttgagta catccagcct tagttcttgg ggtgcagtag 



2890 



tatgtaccca agggcagatg cctcttgggg aaggccatgg ggacctgaaa cattgcccca 



2950 



tggaaatgtc gaccctgtgc ggacattccg catactgcca tgaagacggt ctctgtgtcc 



3010 



tcagctcaag aatcctgtag cttgtcccat cataatccat tcacccgttc atcatgtgta 



3070 



ctgagcagct accatgttca aggtaaggag acaggaggag taggaggagg cagggcctct 



3130 



6 1 
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ccatgccagc ctctgtggtc cttgcccaaa cccatcagcg caatacttga accttctccc 3190 



aggtaggggc aggaggagcc acatgagaga gggagaagga ccgcgtttac ctttagagtt 3250 



ttgttttgtt ttttccttct gagtttgctg ttggtgcagg aataagggaa aggcccaagg 3310 



tatccaagcc tggggaaggg caggccagcc agcacctctg ccttctcagg gacaagagta 3370 



gtcctttacc accctcactc tgcctgtccc ctctcctact ctacagcatt aaagactgtg 3420 



ggaccagg 



3438 



[0 0 8 5] 

<210> 22 
<211> 1144 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (56)... (907) 



<400> 22 

caaggatctg gaaccctgag cctcgaagcg gaggatccct gtgtcccagc cgggc 



55 



atg gcc gac ccc cac cag ctt ttc gat gac aca agt tea gec cag age 103 



Met Ala Asp Pro His Gin Leu Phe Asp Asp Thr Ser Ser Ala Gin Ser 
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5 10 15 

egg ggc tat ggg gec cag egg gca cct ggt ggc ctg agt tat cct gca 
Arg Gly Tyr Gly Ala Gin Arg Ala Pro Gly Gly Leu Ser Tyr Pro Ala 

20 25 30 

gec tct ccc acg ccc cat gca gec ttc ctg get gac ccg gtg tec aac 
Ala Ser Pro Thr Pro His Ala Ala Phe Leu Ala Asp Pro Val Ser Asn 



35 40 45 

atg gec atg gee tat ggg age age ctg gee gcg cag ggc aag gag ctg 
Met Ala Met Ala Tyr Gly Ser Ser Leu Ala Ala Gin Gly Lys Glu Leu 

50 55 60 

gtg gat aag aac ate gac cgc ttc ate ccc ate acc aag etc aag tat 
Val Asp Lys Asn He Asp Arg Phe He Pro He Thr Lys Leu Lys Tyr 
65 70 75 80 

tac ttt get gtg gac acc atg tat gtg ggc aga aag ctg ggc ctg ctg 



151 



199 



247 



295 



343 



6 3 £BSE#¥ 3 3-30897 4 4 




#^ 11-119299 
Tyr Phe Ala Val Asp Thr Met Tyr Val Gly Arg Lys Leu Gly Leu Leu 

85 90 95 

ttc ttc ccc tac eta cac cag gac tgg gaa gtg cag tac caa cag gac 391 
Phe Phe Pro Tyr Leu His Gin Asp Trp Glu Val Gin Tyr Gin Gin Asp 

100 105 110 

acc ccg gtg gec ccc cgc ttt gac gtc aat gec ccg gac etc tac att 439 
Thr Pro Val Ala Pro Arg Phe Asp Val Asn Ala Pro Asp Leu Tyr He 

115 120 125 

cca gca atg get ttc ate acc tac gtt ttg gtg get ggt ctt gcg ctg 487 
Pro Ala Met Ala Phe lie Thr Tyr Val Leu Val Ala Gly Leu Ala Leu 

130 135 140 

ggg acc cag gat agg ttc tec cca gac etc ctg ggg ctg caa gcg age 535 
Gly Thr Gin Asp Arg Phe Ser Pro Asp Leu Leu Gly Leu Gin Ala Ser 
145 150 155 160 

tea gec ctg gec tgg ctg acc ctg gag gtg ctg gee ate ctg etc age 583 

6 4 fflSE#¥ 11-3089744 
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Ser Ala Leu Ala Trp Leu Thr Leu Glu Val Leu Ala He Leu Leu 



Ser 



165 



170 



175 



etc tat ctg gtc act gtc aac acc gac etc acc acc ate gac ctg gtg 



631 



Leu Tyr Leu Val Thr Val Asn Thr Asp Leu Thr Thr He Asp Leu Val 



180 



185 



190 



gec ttc ttg ggc tac aaa tat gtc ggg atg att ggc ggg gtc etc atg 



679 



Ala Phe Leu Gly Tyr Lys Tyr Val Gly Met He Gly Gly Val Leu Met 



195 



200 



205 



ggc ctg etc ttc ggg aag att ggc tac tac ctg gtg ctg ggc tgg tgc 



727 



Gly Leu Leu Phe Gly Lys He Gly Tyr Tyr Leu Val Leu Gly Trp Cys 



210 



215 



220 



tgc gta gec ate ttt gtg ttc atg ate egg acg ctg egg ctg aag ate 



775 



Cys Val Ala He Phe Val Phe Met He Arg Thr Leu Arg Leu Lys II, 



225 



230 



235 



240 



6 5 
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ttg gca gac gca gca get gag ggg gtc ccg gtg cgt ggg gec egg aac 823 



Leu Ala Asp Ala Ala Ala Glu Gly Val Pro Val Arg Gly Ala Arg Asn 



245 



250 



255 



cag ctg cgc atg tac ctg acc atg gcg gtg gcg gcg gcg cag cct atg 871 



Gin Leu Arg Met Tyr Leu Thr Met Ala Val Ala Ala Ala Gin Pro Met 



260 



265 



270 



etc atg tac tgg etc acc ttc cac ctg gtg egg tgagcgcgcc cgctga 



920 



Leu Met Tyr Trp Leu Thr Phe His Leu Val Arg 



275 



280 



acctcccgct getgetgetg ctgctggggg ccactgtggc cgccgaactc atctcctgcc 980 



tgcaggcccc aaggtccacc ctgtctggcc acaggcaccg cctccatccc atgtcccgcc 1040 



cagccccgcc cccaacccaa ggtgctgaga gatctccagc tgcacaggcc accgccccag 1100 



ggcgtggccg ctgttacaga aacaataaac cctgatgggc atgg 



1144 



[0 0 8 6] 



<210> 23 



6 6 
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<211> 2339 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (253) ... (1719) 



11-11929 



<400> 23 

ctttactcag ggcacagagg gtctctgcgg ccgtagcggc cggggctgcg gtagccactt 



60 



tagatttggg caaggacttt agattcgggc tctgttctgt ttccgccgtc ctgcttcctg 



120 



ccgaggctgg cccaggcagc cgcgcttcga aggacgccgc cgggagctgc ggagcatgcg 



180 



tggagtggca gtgctaacgg ctggtgtctc gcactgttgg cctgtgaagg tacgtgaagc 



240 



tgaaagcctg ga atg get gga aag ggg tea tea ggc agg egg ccc ctg 



288 



Met Ala Gly Lys Gly Ser Ser Gly Arg Arg Pro Leu 



10 



ctg ctg ggg ctg ctg gtg gec gta gec act gtc cac ctg gtc ate tgt 



336 



Leu Leu Gly Leu Leu Val Ala Val Ala Thr Val His Leu Val He Cys 



15 



20 



25 



ccc tac acc aaa gtg gag gag age ttc aac ctg cag gee aca cat gac 



384 



6 7 
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Pro Tyr Thr Lys Val Glu Glu Ser Phe Asn Leu Gin Ala Thr His Asp 

30 35 40 

ctg etc tac cac tgg caa gac ctg gag cag tac gac cat ctt gag ttc 432 
Leu Leu Tyr His Trp Gin Asp Leu Glu Gin Tyr Asp His Leu Glu Phe 
45 50 55 60 

ccc gga gtc gtc ccc agg acg ttc etc ggg cca gtg gtg ate gca gtg 480 
Pro Gly Val Val Pro Arg Thr Phe Leu Gly Pro Val Val lie Ala Val 

65 70 75 

ttc tec age ccc gcg gtt tac gtg ctt teg ctg tta gaa atg tec aag 528 
Phe Ser Ser Pro Ala Val Tyr Val Leu Ser Leu Leu Glu Met Ser Lys 

80 85 90 

ttt tac tct cag eta ata gtt aga gga gtg ctt gga etc ggc gtg att 576 
Phe Tyr Ser Gin Leu He Val Arg Gly Val Leu Gly Leu Gly Val He 
95 100 105 

6 8 ffifl#¥ 11-3089744 
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ttt gga etc tgg acg tta caa aag gaa gtg aga egg cac ttc ggg gee 624 



Phe Gly Leu Trp Thr Leu Gin Lys Glu Val Arg Arg His Phe Gly Ala 



110 



115 



120 



atg gtg gee ace atg ttc tgc tgg gtg acg gee atg cag ttc cac ctg 



672 



Met Val Ala Thr Met Phe Cys Trp Val Thr Ala Met Gin Phe His Leu 



125 



130 



135 



140 



atg ttc tac tgc acg egg aca ctg ccc aat gtg ctg gec ctg cct gta 



720 



Met Phe Tyr Cys Thr Arg Thr Leu Pro Asn Val Leu Ala Leu Pro Val 



145 



150 



155 



gtc ctg ctg gec etc gcg gee tgg ctg egg cac gag tgg gee cgc ttc 768 



Val Leu Leu Ala Leu Ala Ala Trp Leu Arg His Glu Trp Ala Arg Phe 



160 



165 



170 



ate tgg ctg tea gee ttc gee ate ate gtg ttc agg gtg gag ctg tgc 



816 



He Trp Leu Ser Ala Phe Ala He He Val Phe Arg Val Glu Leu Cys 



175 



180 



185 



6 9 
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ctg ttc ctg ggc etc ctg ctg ctg ctg gec ttg ggc aac cga aag gtt 864 



Leu Phe Leu Gly Leu Leu Leu Leu Leu Ala Leu Gly Asn Arg Lys Val 



190 



195 



200 



tct gta gtc aga gec ctt cgc cac gec gtc ccg gca ggg ate etc tgt 912 



Ser Val Val Arg Ala Leu Arg His Ala Val Pro Ala Gly He Leu Cys 



205 



210 



215 



220 



tta gga ctg acg gtt get gtg gac tct tat ttt tgg egg cag etc act 960 



Leu Gly Leu Thr Val Ala Val Asp Ser Tyr Phe Trp Arg Gin Leu Thr 



225 



230 



235 



tgg ccg gaa gga aag gtg ctt tgg tac aac act gtc ctg aac aaa age 1008 



Trp Pro Glu Gly Lys Val Leu Trp Tyr Asn Thr Val Leu Asn Lys Ser 



240 



245 



250 



tec aac tgg ggg acc tec ccg ctg ctg tgg tac ttc tac tea gee ctg 1056 



Ser Asn Trp Gly Thr Ser Pro Leu Leu Trp Tyr Phe Tyr Ser Ala Leu 



7 0 
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# 



255 



260 



265 



ccc 



cgc ggc ctg ggc tgc age ctg etc ttc ate ccc ctg ggc ttg gta l 



104 



Pro Arg Gly Leu Gly Cys Ser Leu Leu Phe He Pro Leu Gly Leu Val 



270 



275 



280 



gac aga agg acg cac gcg ccg acg gtg ctg gca ctg ggc ttc atg gca l 



152 



Asp Arg Arg Thr His Ala Pro Thr Val Leu Ala Leu Gly Phe Met Als 



285 



290 



295 



300 



etc tac tec etc ctg cca cac aag gag eta cgc ttc ate ate tat gec 1200 



Leu Tyr Ser Leu Leu Pro His Lys Glu Leu Arg Phe He He Tyr Als 



305 



310 



315 



ttc ccc atg etc aac ate acg get gec aga ggc tgc tec tac ctg ctg 1248 



Phe Pro Met Leu Asn He Thr Ala Ala Arg Gly Cys Ser Tyr Leu Leu 



320 



325 



330 



aat aac tat aaa aag tct tgg ctg tac aaa gca ggg tct ctg ctt gtg 



1296 



Asn Asn Tyr Lys Lys Ser Trp Leu Tyr Lys Ala Gly Ser Leu Leu Val 



7 1 
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335 340 345 

ate gga cac etc gtg gtg aat gee gee tac tea gee acg gee ctg tat 1344 

He Gly His Leu Val Val Asn Ala Ala Tyr Ser Ala Thr Ala Leu Tyr 

350 355 360 

gtg tec cat ttc aac tac cca ggt ggc gtc gca atg cag agg ctg cac 1392 

Val Ser His Phe Asn Tyr Pro Gly Gly Val Ala Met Gin Arg Leu His 
365 370 375 380 

cag ctg gtg ccc ccc cag aca gac gtc ctt ctg cac att gac gtg gca 1440 

Gin Leu Val Pro Pro Gin Thr Asp Val Leu Leu His He Asp Val Ala 

385 390 395 

gec gec cag aca ggt gtg tct egg ttt etc caa gtc aac age gec tgg 1488 

Ala Ala Gin Thr Gly Val Ser Arg Phe Leu Gin Val Asn Ser Ala Trp 

400 405 410 

agg tac gac aag agg gag gat gtg cag ccg ggg aca ggc atg ctg gca 1536 

7 2 ffif£4# ¥ 11-3089744 




#¥1 1- 1 1 9 2 90 

Arg Tyr Asp Lys Arg GIu Asp Val Gin Pro Gly Thr Gly Met Leu Ala 

415 420 425 

tac aca cac ate etc atg gag gcg gee cct ggg etc ctg gec etc tac 1584 
Tyr Thr His He Leu Met Glu Ala Ala Pro Gly Leu Leu Ala Leu Tyr 

430 435 440 

agg gac aca cac egg gtc ctg gec age gtc gtg ggg acc aca ggt gtg 1632 
Arg Asp Thr His Arg Val Leu Ala Ser Val Val Gly Thr Thr Gly Val 
445 450 455 460 

agt ctg aac ctg acc caa ctg ccc ccc ttc aac gtc cac ctg cag aca 1680 
Ser Leu Asn Leu Thr Gin Leu Pro Pro Phe Asn Val His Leu Gin Thr 

465 470 475 

aag ctg gtg ctt ctg gag agg etc ccc egg ccg tec tgagggggac cagg 1730 
Lys Leu Val Leu Leu Glu Arg Leu Pro Arg Pro Ser 

480 485 
cagccctcag cagccacagg ccttccagga gctgttatca ctaccagttt ctggcacaat 1790 

7 3 ffifIE#¥ 11-3089744 
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tccagcacaa ttatgacaat tcagagaagc aagtcaaagg actgggcacc tgcctctgac 1850 

agacaccaga ccaggtccag ggcctcctcc acagcctcag ctggggctct cagcaccaaa 1910 

gaacgagggg cccaggtctt gttggcaccc cgggagccac tgcccagggt gatggtggcc 1970 

agctcagggc ttcctgcggg tgactgtcgc ccagaccagg tgccattcat gactaatcag 2030 

gagcagcggg ctcacccagg cacctgtctg ccaggaggcc acgtgtgtcc tgcccaccca 2090 

gggggagctg tattttggca gcaccccacg cttgctgccc gagggcctct tggggcacct 2150 

aagacagcac cccctctcag gggagaccat ggtggccccg gccgcacccc cccaccctgg 2210 

tgccaccact gcaacttttg tattcacagg catcccatct ccatcacaga taaaatctta 2270 

ggagataaac acattcaaaa aggaatgaga taaaaagaat aaggcaataa atgttgattg 2330 

gaacctctc 2339 

[0 0 8 7] 

<210> 24 
<211> 1756 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

7 4 mSE^ 11-3089744 
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<222> (102) . . . (650) 
<400> 24 



gtgtcgcctg ccctccttcc gcacagcccg ggtttccgct tccctccggg cgcgagaaga 



60 



ggggagccag gccgagcccc ggccctaccg ccgccgccgc c atg tgg ccc cca 113 



Met Trp Pro Pro 



gac ccc gac ccc gac ccg gac ccc gag cct gcc ggc ggc tec cgt ccc 



161 



Asp Pro Asp Pro Asp Pro Asp Pro Glu Pro Ala Gly Gly Ser Arg Pre 



10 



15 



20 



ggc ccc gcg gtc CCC ggg etc cgc gcc ctg ctg ccg gcg egg get ttc 



209 



Gly Pro Ala Val Pro Gly Leu Arg Ala Leu Leu Pro Ala Arg Ala Phe 



25 



30 



35 



etc tgc tct etc aaa ggc cgc etc ctg ctg gcc gag teg ggt etc tea 



257 



Leu Cys Ser Leu Lys Gly Arg Leu Leu Leu Ala Glu Ser Gly Leu Ser 



40 



45 



50 



ttc ate act ttt ate tgc tat gtg gcg tec tea gca tct gcc ttc etc 



305 



7 5 
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Phe He Thr Phe lie Cys Tyr Val Ala Ser Ser Ala Ser Ala Phe Leu 

55 60 65 

aca gcg cct ctg ctg gag ttc ctg ctg gcc ttg tac ttc etc ttt get 353 
Thr Ala Pro Leu Leu Glu Phe Leu Leu Ala Leu Tyr Phe Leu Phe Ala 

70 75 80 

gat gcc atg cag ctg aat gac aag tgg cag ggc ttg tgc tgg ccc atg 401 
Asp Ala Met Gin Leu Asn Asp Lys Trp Gin Gly Leu Cys Trp Pro Met 
85 90 95 100 

atg gac ttc ctg cgc tgt gtc acc gcg gcc etc ate tac ttt get ate 449 
Met Asp Phe Leu Arg Cys Val Thr Ala Ala Leu He Tyr Phe Ala lie 

105 110 115 

tec ate acg gcc ate gcc aag tac teg gat ggg get tec aaa gcc get 497 
Ser He Thr Ala He Ala Lys Tyr Ser Asp Gly Ala Ser Lys Ala Ala 
120 125 130 

7 6 ffifl4#¥ 11-3089744 
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ggg gtg ttt ggc ttc ttt get acc ate gtg ttt gca act gat ttc tac 545 
Gly Val Phe Gly Phe Phe Ala Thr He Val Phe Ala Thr Asp Phe Tyr 

135 140 145 

ctg ate ttt aac gac gtg gec aaa ttc etc aaa caa ggg gac tct gca 593 
Leu He Phe Asn Asp Val Ala Lys Phe Leu Lys Gin Gly Asp Ser Ala 

150 155 160 

gat gag acc aca gee cac aag aca gaa gaa gag aat tec gac teg gac 641 
Asp Glu Thr Thr Ala His Lys Thr Glu Glu Glu Asn Ser Asp Ser Asp 
165 170 175 180 

tct gac tgaaggcctg gcgggtgcct tggcaacctg agccacacag gee 690 
Ser Asp 



tccacccctg cgcctcacag gggtcgctgg cgttggagcg gaggcctgga cttctgagtt 750 



gcagaggggg ctgcggacac agcaggcccc ctacagcctc aggttctgee tgagcccagc 810 



ctaccaggct tgcccctcag ctcagcactg ttgaccacgc tgegtatgag ggcatcttgg 870 



7 7 
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gtatcccact ccttctcccc atttctgtcc cacaggcctt cagcccttta acgtctctgc 930 



caaaaaccag cacaaggaga caaagcagag ccttgtctgt atctgggcag caggtgttcc 990 



atgctgctag gtggcggggg tcgggggtct tctgtttcac taacaggaac aaagacagaa 1050 



accatgacag ggctgccccg ccaggccccg gtgggtttgt ctgcacttgg tgctcctgcc 1110 



cacaccagcc actttggtga caatgaccct tccaagaatc tttggttcaa ggagcaccag 1170 



ttccctcttc attcttgaag cagggagaaa ttgacctttg ccttgtcgcc caggaagtgg 1230 



ggctcggcac ccataactaa cacctcccac ccttggaaac catgtcttct gggggtgaga 1290 



tgaccattct gggtctaaga ctgtttcaaa gaagagctca tagactgact ggtccagaag 1350 



acagagggta caacagtggc atcacagtga cagtgtcatg gggagctggg cgggcccagc 1410 



caaaccctcc ttcttcctag agcccagcca gcaggcagga gttcctggac cctcaggaca 1470 



gtgaacttcc agacctcagg gcaggtctat gggccactgc aggagatgag accagccttc 1530 



tgtgttcacc taacgattta tactgtgtat ctgtctttga tggaattttg taacttttta 1590 



tattttttta tgcaaaagca gcttcttaac agatggcatt ttctgtgact ctaggcctca 1650 



caaaagagcc agagttctgg acccatgttt ggagcatttg tagccttatt ctcttgcgtg 1710 



7 8 
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tgaatctctt accctgaaaa aaagccataa tgaattaagc caaaag 



1756 



[0 0 8 8] 



<210> 25 
<211> 1418 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (149)... (703) 
<400> 25 

attggtccta gcggggggcc gggggcggac accggcgcgg ggccggagca gcgcggctca 



60 



ggctgcggga aagcggtgcg cgtgcagcgg ggtgggtgcc ctggtccgcg ggcgagctcg 120 



agcagccaac cccgggcgcg tcggggcc atg gac ggc ctg agg cag cgc gtg 172 



Met Asp Gly Leu Arg Gin Arg Val 



gag cac ttc ctg gag caa agg aac ctg gtc acc gaa gtg ctg ggg gcg 220 



Glu His Phe Leu Glu Gin Arg Asn Leu Val Thr Glu Val Leu Gly Ala 



10 



15 



20 



ctg gag gcc aag acc ggg gtg gag aag egg tat ctg get gca gga gee 



268 



7 9 
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Leu Glu Ala Lys Thr Gly Val Glu Lys Arg Tyr Leu Ala Ala Gly Ala 



25 



30 



35 



40 



gtc act ctg eta age ctg tat ctg ctg ttc ggc tac gga gcg tct ctg 316 



Val Thr Leu Leu Ser Leu Tyr Leu Leu Phe Gly Tyr Gly Ala Ser Leu 



45 



50 



55 



ctg tgc aat etc ate gga ttt gtg tac ccc gca tat gee tea ate aaa 364 



Leu Cys Asn Leu He Gly Phe Val Tyr Pro Ala Tyr Ala Ser He Lys 



60 



65 



70 



get ate gag age cca age aag gac gac gac act gtg tgg etc acc tac 412 



Ala lie Glu Ser Pro Ser Lys Asp Asp Asp Thr Val Trp Leu Thr Tyr 



75 



80 



85 



tgg gtg gtg tac gee ctg ttt ggg ctg gee gag ttc ttc age gat eta 460 



Trp Val Val Tyr Ala Leu Phe Gly Leu Ala Glu Phe Phe Ser Asp Leu 



90 



95 



100 



ffiSE#¥ i i 
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etc ctg tec tgg ttc cct ttc tac tac gtg ggc aag tgc gee ttc ctg 508 



Leu Leu Ser Trp Phe Pro Phe Tyr Tyr Val Gly Lys Cys Ala Phe Leu 



105 



110 



115 



120 



ttg ttc tgc atg get ccc agg ccc tgg aac ggg get etc atg ctg tat 556 



Leu Phe Cys Met Ala Pro Arg Pro Trp Asn Gly Ala Leu Met Leu Tyr 



125 



130 



135 



cag cgc gtc gtg cgt ccg ctg ttc eta agg cac cac ggg gec gta gac 604 



Gin Arg Val Val Arg Pro Leu Phe Leu Arg His His Gly Ala Val Asp 



140 



145 



150 



aga ate atg aac gac etc age ggg cga gee ctg gac gcg gcg gec gga 652 



Arg He Met Asn Asp Leu Ser Gly Arg Ala Leu Asp Ala Ala Ala Gh 



155 



160 



165 



ata acc agg aac gtc aag cca age cag acc ccg cag ccg aag gac aag 700 



He Thr Arg Asn Val Lys Pro Ser Gin Thr Pro Gin Pro Lys Asp Lys 



170 



175 



180 



8 ] 
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tgaagcagcc ccctgagcct cacaaggacc tcctggctgg tgaggagggg gccgcgccag 760 

gctcccaggc ctccacagag tcttcagcgc atcccccaac agcagcccct gccagtccct 820 

cgggtccagg caaggccctg ggggtctcct taaatgccac ctcgggcaag tcccagtccc 880 

agtcctcggc cacccccagc tctggatccc agggccagct gccctctggc tctggctgtg 940 

gctcccgcct gtccggcagg gcccagggcc agcgtcgggc acagggcagc tcccactggt 1000 

ctcggcaaca cacccagccg cctggtactt cctccggccc ctcccagtca gccctcccgt 1060 

cctcggggcc cctgcagcca cccaacgtca cctccagccc ggtctcaccc atggtccagt 1120 

ctcccagcag cagcaacatc cccacgcagc cccccagcaa gtcctctggc aagccggagg 1180 

acgcagcccc caagaccagc ggacagcgcc agaaggaatc gtcgaaacag cctgccagca 1240 

gcgcctcagt gcccgagctg gtcccctgcc attccgggac ctctctggag tacacttcgg 1300 

agtccaccac cgagatcacc tgcagctggc cacaccacag gcccccgtgc ctgcagcact 1360 

actggtgcct gaaacacctg gcctgctagg aggctccaat aaagctaacc cggaccag 1418 

[0 0 8 9] 

<210> 26 
<211> 1211 



8 2 



11-3089744 




11 — 119 2 9 



<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (133) . . . (555) 
<400> 26 

gaaaatggct caggtggact ccgggctgga gctgtcctgg gggagcttgt ttgcggcagc 



60 



ggctgctgct gccactgctg tgctgggggc ccggtcgcca ggcaaaaagc cctcccacgt 120 



ttgaggggag tc atg age cgt ttc ctg aat gtg tta aga agt tgg ctg 



168 



Met Ser Arg Phe Leu Asn Val Leu Arg Ser Trp Leu 



10 



gtt atg gtg tec ate ata gee atg ggg aac acg ctg cag age ttc cga 



216 



Val Met Val Ser He He Ala Met Gly Asn Thr Leu Gin Ser Phe Arg 



15 



20 



25 



gac cac act ttt etc tat gaa aag etc tac act ggc aag cca aac ctt 



264 



Asp His Thr Phe Leu Tyr Glu Lys Leu Tyr Thr Gly Lys Pro Asn Leu 



30 



35 



40 



gtg aat ggc etc caa get egg ace ttt ggg ate tgg acg ctg etc tea 



312 



8 3 
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Val Asn Gly Leu Gin Ala Arg Thr Phe Gly He Trp Thr Leu Leu Ser 



45 50 55 60 



tea gtg att cgc tgc etc tgt gee att gac att cac aac aag acg etc 360 



Ser Val He Arg Cys Leu Cys Ala He Asp He His Asn Lys Thr Leu 



65 70 75 



tat cac ate aca etc tgg acc ttc etc ctt gec ctg ggg cat ttc etc 408 



Tyr His He Thr Leu Trp Thr Phe Leu Leu Ala Leu Gly His Phe Leu 



80 85 90 



tct gag ttg ttt gtc tat gga act gca get ccc acg att ggc gtc ctg 456 



Ser Glu Leu Phe Val Tyr Gly Thr Ala Ala Pro Thr He Gly Val Leu 



95 100 105 



gca ccc ctg atg gtg gca agt ttc tec ate ctg ggt atg ctg gtc ggg 504 



Ala Pro Leu Met Val Ala Ser Phe Ser He Leu Gly Met Leu Val Gly 



110 115 120 



8 4 aifiE# ¥ 1 1-3089744 




11-119 2 



• 



etc egg tat eta gaa gta gaa cca gta tec aga cag aag aag aga aac 



552 



Leu Arg Tyr Leu Glu Val Glu Pro Val Ser Arg Gin Lys Lys Arg Asn 



125 



130 



135 



140 



tgaggeca gcattatcac ctccaggact ttctcgtttt ccaccttggc catcttcttc 



610 



cttcgtcgtc tctcctcttt aatttctttt ctattccatc atctgccctt ttattcactt 670 



ttagectett tttttaattt ttaaaattta aagatatgea tactgaaaag tatataacat 730 



gtacgtacaa tttaaagaat aattttaaag tgaatactac gtaactccat ccaagtcaag 790 



aaattgccag ettcteggaa gcccactgtg tctccttccc ctacctgcaa cctcttccag 850 



gctccctttt ccagccttcc cctttttccc ttttattttc atgecttgat ttgacttgtg 910 



tggtgggaac atgtgaacta tgaaacttaa acctgctgcc cacccagagc agctgtgacc 970 



aagggctgee tcaaggggtt gtccacgcag gttgggctcc tctctgctgc tggacccaag 1030 



actctgaacc ttccaaggga caggcagttc ttctaagaag ggctcccctg tgtgtgagca 1090 



agaccacagc tctccttcta tctacagatg catgagggtt ggaagagtct gggctgtttt 1150 



tagaccttct ggtcagctgt atttgtgtaa caacttttgt aataaataga aaaaccctct 1210 



g 



1211 



8 5 
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[0 0 9 0] 

<210> 27 
<211> 1099 
<212> DNA 

<213> Hobo sapience 
<220> 
<221> CDS 
0 <222> (183) . . . (644) 
<400> 27 

gtatccgcgg ccgtagcagc cgggctggtc ctgctgcgag ccggcggccc ggagtggggc 
ggcggcatgt accttccaca ttgagtattc agaaagaagt gatctgaact ctgaccattc 
tttatggata cattaagtca aatataagag tctgactact tgacacactg gctcgagcaa 
ac atg aac gtt gga gtt gcc cac agt gaa gtg aat cca aat acc cgt 



gtc atg aac age egg ggt atg tgg ctg aca tat gca ttg gga gtt ggc 
Val Met Asn Ser Arg Gly Met Trp Leu Thr Tyr Ala Leu Gly Val Gly 



60 
120 
180 
227 




Met Asn Val Gly Val Ala His Ser Glu Val Asn Pro Asn Thr Arg 



1 



5 



10 



15 



20 



25 



30 



8 6 
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ttg ctt cat att gtc tta etc age att ccc ttc ttc agt gtt cct gtt 323 
Leu Leu His He Val Leu Leu Ser He Pro Phe Phe Ser Val Pro Val 

35 40 45 

get tgg act tta aca aat att ata cat aat ctg ggg atg tac gta ttt 371 
Ala Trp Thr Leu Thr Asn He He His Asn Leu Gly Met Tyr Val Phe 

50 55 60 

ttg cat gca gtg aaa gga aca cct ttc gaa act cct gac cag ggt aaa 419 
Leu His Ala Val Lys Gly Thr Pro Phe Glu Thr Pro Asp Gin Gly Lys 

65 70 75 

gca agg etc eta act cat tgg gaa caa ctg gac tat gga gta cag ttt 467 
Ala Arg Leu Leu Thr His Trp Glu Gin Leu Asp Tyr Gly Val Gin Phe 
80 85 90 95 

aca tct tea egg aag ttt ttc aca att tct cca ata att eta tat ttt 515 
Thr Ser Ser Arg Lys Phe Phe Thr He Ser Pro He He Leu Tyr Phe 
100 105 HO 

8 7 ffiSE^ ¥ 1 1-3089744 
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ctg gca agt ttc tat acg aag tat gat cca act cac ttc ate eta aac 563 



Leu Ala Ser Phe Tyr Thr Lys Tyr Asp Pro Thr His Phe He Leu Asn 



115 



120 



125 



aca get tct etc ctg agt gta eta att ccc aaa atg cca caa eta cat 611 



Thr Ala Ser Leu Leu Ser Val Leu He Pro Lys Met Pro Gin Leu His 



130 



135 



140 



ggt gtt egg ate ttt gga att aat aag tat tgaaatgttt tgaaactga 



660 



Gly Val Arg He Phe Gly He Asn Lys Tyr 



145 



150 



aaaaaaattt tacagctact gaatttctta taaggaagga gtggttagta aactgeactg 720 



tttctctgat aatgtgaaat gagaagtatt tacattggag ggccaatggc tggtccttca 780 



agtgctgttt tgaagtgcag atttccatta aatgatgect ctgtttaata cacctggtac 840 



atttctgaag aggggcttta taagcaggct gggcaggccc agcttataag ttaaagggca 900 



tcacagtgag ggtgtagtag ataaattcaa ggaaataaga gatttgtaag aaactaggac 960 



8 8 
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cagcttaact tataatgaat gggcattgtg ttaagaaaag aacatttcca gtcattcagc 1020 



tgtggttatt taaagcagac ttacatgtaa accggaatcc tctctataca agtttattaa 1080 



agattatttt tattaccgt 



1099 



[0 0 9 1 ] 



<210> 28 
<211> 3489 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (227) . . . (748) 
<400> 28 

gcgtgcattt ttctggagaa ctgcatgcat catgctctct ctgtgtgcat tttcctggac 



60 



aaaagcccat agtgcctatc agattctcaa agggactcct gactccagaa agtttaaaaa 120 



ccattaggct taaggaagca catacctact ctgtactcca gggaccaggt gggaacagct 180 



gagtgcaggg agtggctttc tctttcagac cctctcccgg agcccc atg get gec 



235 



Met Ala Ala 



ttc ctg ata cag acc aag gac aac ccc atg aag gec gtg ggt gtg ctg 283 



8 9 
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Phe Leu He Gin Thr Lys Asp Asn Pro Met Lys Ala Val Gly Val Leu 



10 



15 



gcc ggc acc atg gcc acc gtc gtg gcc ate act gtc etc ate tec ace 



331 



Ala Gly Thr Met Ala Thr Val Val Ala He Thr Val Leu He Ser Thr 



20 



25 



30 



35 



gcc acc ttc tgg cgc aac aag aag tct aac aag gtc ctg cca atg egg 



379 



Ala Thr Phe Trp Arg Asn Lys Lys Ser Asn Lys Val Leu Pro Met Arg 



40 



45 



50 



egg gtg etc cgc aag egg ccc age cct gcg ccc cgc acc ate cgc att 427 



Arg Val Leu Arg Lys Arg Pro Ser Pro Ala Pro Arg Thr lie Arg He 



55 



60 



65 



gag tgg etc aag tec aag age acc aaa gcc get acc aag ttc atg etc 



475 



Glu Trp Leu Lys Ser Lys Ser Thr Lys Ala Ala Thr Lys Phe Met Leu 



70 



75 



80 



9 0 
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aaa gag aaa cct ccc aat gag aac tgt aac aac aac age cca gaa age 523 



Lys Glu Lys Pro Pro Asn Glu Asn Cys Asn Asn Asn Ser Pro GIu Ser 



85 



90 



95 



tct ctg etc ccg aga get ccg get etc cct cca cca ccc age gtg gcg 571 



Ser Leu Leu Pro Arg Ala Pro Ala Leu Pro Pro Pro Pro Ser Val Ala 



100 



105 



110 



115 



ccc age act ggc gca gee cag tgg acc gtg cct act gtc tct ggc tct 619 



Pro Ser Thr Gly Ala Ala Gin Trp Thr Val Pro Thr Val Ser Gly Ser 



120 



125 



130 



etc act ccg cag ccg acc caa ccc ccg cca aaa ccc aaa act atg gga 667 



Leu Thr Pro Gin Pro Thr Gin Pro Pro Pro Lys Pro Lys Thr Met Gly 



135 



140 



145 



age ccc gtc cag tea act ctg ate tct gag etc aag caa aag ttt gag 715 



Ser Pro Val Gin Ser Thr Leu lie Ser Glu Leu Lys Gin Lys Phe Gl 



u 



150 



155 



160 



9 1 



11-3089744 




11-119299 



aag aag agt gtg cac aac aag get tac ttc tagtgtatgc cctat 



760 



Lys Lys Ser Val His Asn Lys Ala Tyr Phe 



165 



170 



gaccccccat ctttcctccg cccctgaccc ccaccaccct getgetegga ctatgctccc 820 



cttcctctgc tccttaaggt cactgacccc tgttttgcac aatggtataa tccccactgt 880 



cctcatctct accgccacct tctggcgcaa caagaagttg cgctctgaca gggctctagt 940 



cagggecttg ggcaagacat tgggctctag gatgeaattg geaaataegt ccccgttact 1000 



caaatccttg gcactactac aatgccctcc attcttcagg gctgagaatt gacgagaagc 1060 



cagctcaccc atcccagacc tcacagtccc tcaggttcta ctgggatctc atcatcatcc 1120 



ttagtcaagc agcagggccc tggccacgtg gagcaacact gactagaatc tggatcctga 1180 



cgcctgcagc tgagagcagg agcaggaaaa ggaggctcag cactgtctca ggctggaggt 1240 



cagcgaacct cgtgggctgt aggaaagcaa atgtaggtaa ggggagagca aggatgeaca 1300 



gaaaacacac tgactgtggg actgtgccag gatgeatttg gaaagataga gcattctgtc 1360 



tgggcagaga ctgtggaccc tggtatgece acgtgggaca gaggacacag aggtggaaga 1420 



9 2 
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ttgatcttgc caagagtgag ggcagatgtc tccagccagg actgccctga gccgcaaaat 1480 

gtcaaagctg gagctataga ggtagcccta aaggcaacta gaagagcatc agggctgctc 1540 

tctgaggagc tgccccacca gccatccttg aagagacaat tcagggcagt tgatgaatat 1600 

cagggctgag atgtggtgag acttccgttt ttatccagct cttttgctca catcgcgtaa 1660 

ccttgggaaa gctgtttaaa gtcgctgatc atcctcttcc tcatctgtaa atgaagaaag 1720 

taggccctgt ctacctcaca tgcaggtcta gggtgaggat tgaagaaaat agtggtgatg 1780 

agggctttaa ccaagtgcaa agcggcatga atgcaaagta tttttctgca gcccagttct 1840 

gtgggtgcag ctcttccaga aagtattagg agcctcacat ctactctgcc aagcgcccca 1900 

gcaggcactg tgctgggctt aggggctacc actggatgat ggcattgccg tgactcacac I960 

acctctactt ctgttcttcc ctcactccat ccccgctacc gtcctggcca gctaccgtca 2020 

gagagaacca gagctccaag tctttaattt gccaagatga agaaaatgag ttctcaagga 2080 

gggaatgctt tgcttgaggc cacacagcag gttggtagca aagatcttgt ctagccaggg 2140 

cagcccttat cagcttgtga caaccttccc caggacagaa gtcatacaag gcctctgggg 2200 

ttaatacaaa taggttgtgc cctgctttaa ggaacctgct atcaggaaat ctacatgtgt 2260 

gcacagagag agaaaagtag aacagttctt tgcatttggc tctacttact aacaacccct 2320 

9 3 £B5E4$¥ 13-3089744 
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ctagaataca ttggtgattt catttaaaga gattgtatgc atttgtggct ttcctgattt 2380 



ctgagtctgt gtttggaggt gttactgaga tgtgccagtg tgcagaatcc ttgctggggt 2440 



ttctacagtc cccaacgtga acagtattaa gcaagaggtg gactcgagca atccaggagc 2500 



ccagactgag caaataagta ctttccagcc tgtgtttcag gagaggactg tgctggatca 2560 



tgcttgccct ccacagggaa tacagcatcc ttacagcttg catgcaatca acctcttttg 2620 



taaatggaaa ataaagtctg ttacccaaag gccatgctga tcccctgctc cctgctttca 2680 



tttatgtttg ctgacctgtg gagaccagtc tttctgacac acagtgaagc tcaacttgcc 2740 



tcctggctgc ttcagcaggt ggatccattc ttcgaccccc agatgtgact ctaaagaagg 2800 



ctgaaaattt ttgtccaaat tgccatgcag atatcttgaa cagcaggaca tttgcaggcc 2860 



ttgtctactg gacttttctc ccaaacagga caagcccagg cagggctgca tggagaggaa 2920 



tggaacctgg agctagaatt aattgcccac tctcccaccc taccagtgca gcccggcaag 2980 



ggcaggaatt gggaggccta gggtgggcat gaaagcttgg gaagcactgt cgtctctcag 3040 



acaggcgtcc taaagacctc taggctggaa gcttgggctt gcaagtggat ccgggaccga 3100 



gggtggtctc ttggacaacc ccaggaactt ggaccaaggc agagccaatc ttgcaaactg 3160 



9 4 
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gccatggatg gggaagtgcc cggtagccag catgagccac actaggaaag aggaggaggg 3220 



tgcagccaaa cttaaggcac cggcaagtgt tgtcagcact ggaggagacc ccgccagtgg 3280 



ggtgaggcca gccaagtccc tgtgttacga atggtgggcc aaggggctgt ctgctaggtc 3340 



cagtaggaca ggcagagctc caggctggca ccatggtagg cctccaggga aagagctggg 3400 



aggcaggaat ggcacactgg gcaggcttgc ccattcctgg ccctgagaat ggagctgtag 3460 



cctcatggac aataaatgga tgtgacacc 



3489 



[0 0 9 2] 



<210> 29 
<211> 931 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (25)... (252) 

<400> 29 

ctgacggacg cttcggccgt aacg atg ate gga gac ate ctg ctg ttc ggg 



51 



Met He Gly Asp He Leu Leu Phe Gly 



acg ttg ctg atg aat gec ggg gcg gtg ctg aac ttt aag ctg aaa aag 



99 
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147 



195 



Thr Leu Leu Met Asn Ala Gly Ala Val Leu Asn Phe Lys Leu Lys Lys 
10 15 20 25 

aag gac acg cag ggc ttt ggg gag gag tec agg gag ccc age aca ggt 
Lys Asp Thr Gin Gly Phe Gly Glu Glu Ser Arg Glu Pro Ser Thr Gly 

30 35 40 

gac aac ate egg gaa ttc ttg ctg age etc aga tac ttt cga ate ttc 
Asp Asn He Arg Glu Phe Leu Leu Ser Leu Arg Tyr Phe Arg He Phe 

45 50 55 

ate gee ctg tgg aac ate ttc atg atg ttc tgc atg att gtg ctg ttc 
He Ala Leu Trp Asn He Phe Met Met Phe Cys Met lie Val Leu Phe 

60 65 70 

ggc tct tgaatcccag cgatgaaacc aggaactcac tttcccggga tgecgagtet c 300 
Gly Ser 
75 

9 6 ffifE#¥ 11-3089744 
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#¥ 11-11929 



cattcctcca ttcctgatga cttcaagaat gtttttgacc agaaaaccga caaccttccc 



360 



agaaagtcca agctcgtggt gggtggaaaa gtgttcgcca aggtgtgcat ggtttcccag 



420 



ccacgtccct gttttcaaag atagtttcac tttggtctct gaattgaaat gctgtctact 



480 



gaaagggttt caggagcgtt tatgtaaggg gctgtgatga aattgcattc cccatagata 



540 



aaagaaaaat catttctatc cagagatctg agcagaagga ttggcttgtt agtttaacac 



600 



agccgtgttt ttggacattc agtgttactt gctgagtctg acagcctctg ggcccggcca 



660 



ggggccctgt taacaaactg ctttcacatc ccaacagggt ctgcttggcc actcagtgca 



720 



gctgcgatta accctaaagg ctttaaggaa cgggccacct gtaacagaga caccagcctt 



780 



cctgtataga cactaaattg ttagcaagag tgttgagcta gttcctggtg aagtgtttcc 



840 



acagaagaca tgtggagcag ttgtggggat attaagggaa actttcctct gccttgaccc 900 



ctttgttaaa taaaatgact ttgggagcca t 



931 



[0 0 9 3] 

<210> 30 
<211> 1123 
<212> DNA 

<213> Homo sapience 
<220> 



9 7 
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<221> CDS 

<222> (68)... (547) 
<400> 30 

gttccccgag ttcggagcct aggagccccc cgcggctgcg gcgcaggtgc cctcggcctg 
agtcggg atg gag ctg cct get gtg aac ctg aag gtg att etc eta ggt 
Met Glu Leu Pro Ala Val Asn Leu Lys Val He Leu Leu Gly 



cac tgg ctg ctg aca ace tgg ggc tgc att gta ttc tea ggc tec tat 
His Trp Leu Leu Thr Thr Trp Gly Cys He Val Phe Ser Gly Ser Tyr 



gee tgg gee aac ttc ace ate ctg gee ttg ggc gtg tgg get gtg get 
Ala Trp Ala Asn Phe Thr lie Leu Ala Leu Gly Val Trp Ala Val Ala 



cag egg gac tec ate gac gee ata age atg ttt ctg ggt ggc ttg ctg 
Gin Arg Asp Ser He Asp Ala lie Ser Met Phe Leu Gly Gly Leu Leu 



60 
109 

157 

205 





35 



40 



45 



50 



55 



60 



9 8 
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gcc acc ate ttc ctg gac ate gtg cac ate age ate ttc tac ccg egg 301 



Ala Thr He Phe Leu Asp He Val His He Ser He Phe Tyr Pro Arg 



65 



70 



75 



gtc age etc acg gac acg ggc cgc ttt ggc gtg ggc atg gcc ate etc 



349 



Val Ser Leu Thr Asp Thr Gly Arg Phe Gly Val Gly Met Ala He Leu 



80 



85 



90 



age ttg ctg etc aag ccg etc tec tgc tgc ttc gtc tac cac atg tac 



397 



Ser Leu Leu Leu Lys Pro Leu Ser Cys Cys Phe Val Tyr His Met Tyr 



95 



100 



105 



110 



egg gag cgc ggg ggt gag etc ctg gtc cac act ggt ttc ctt ggg tct 445 



Arg Glu Arg Gly Gly Glu Leu Leu Val His Thr Gly Phe Leu Gly Ser 



115 



120 



125 



tct cag gac cgt agt gcc tac cag acg att gac tea gca gag gcg ccc 



493 



Ser Gin Asp Arg Ser Ala Tyr Gin Thr He Asp Ser Ala Glu Ala Pro 



130 



135 



140 
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gca gat ccc ttt gca gtc cca gag ggc agg agt caa gat gcc cga ggg 541 
Ala Asp Pro Phe Ala Val Pro Glu Gly Arg Ser Gin Asp Ala Arg Gly 

145 150 155 

tac tgaagccagc cacgctgcgc ccggccctgc cccgggcctt cctcgtgcct ggg^gg 600 
# Tyr 

tcgttctagg gatgctcctg acctccgtct cttggaccta agatggaatg tgtccccagc 660 

tcagggattg cctgaaccaa gaggccagga gcccccatgg gccgcccagt accatgcaca 720 

ctcctgtccc gaactccctg aggcctcccc tcccttcagg gcacccactg gttcccaggc 780 

^ tggaaccagg gtctctcttt acctcctacc ccatggtggc accacagagg ccctcagccg 840 

agtcctgcct gagtgttgca agctcaggcc tttaaggact gctgatgccc cctcaggcct 900 

cccccaagtt tgctgggctt tggtggaagc cctgagagct tcaggtcctg ctcagcccga 960 

ggagcagtct ggcatgggag tgaggccccg tccttctcac tgcctggtca catggtgcct 1020 

agggatgcag ggctggaggc cagaggtgtc agcaacactg tgacccacca caacctccag 1080 

10 0 mtiE#¥ 11-3089744 
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cctccctttt cagagcacag cattaaagtt tggggaattc tgt 1123 
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